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Abstract: PCR was used to amplify the Sox gene of Zaocys dhumnades and Dinodon rufozonatum
with & pair of primers, which can also amplify the conservative sequence of the human SRY gene.
The results suggest that both male and female snakes have the Sox gene, which has a length about
220 bp, equal to that of human SRY gene. The result of SSCP analysis showed that there were many
differences in the Sox gene sequence between snakes and humans, but few difference between males

and females of the same species or between the two species of snakes. These results are relevant to
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the study of sex-determination in snakes and the evolution of the Sox gene.
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sex determination ) & £ F 35 AL, 5 MY i
(Zaocys dhumnades ) #1 75 #% ¥ ( Dinodon rufozona-
tum ) T JRIEFT Y ke W H W g Fl, RER AR
EHARE FXRREAHANTREC AR
MBI B PR A T HLE M BT, A S
MR MR E. PCR-SSCP HARZ—F & T PCR
BB ) B £ & % (single strand conformation
polymorphism) 4 #1 8 A& , th Orita™ % F 1989
FEY,GEFHAHNZE  ZEARTE RN
DNADHREERMBERMERFTF T 0F
RMERTEZ— B FRE Sox £ H i
1 PCR 474 , 35347 T SSCP 434, LU X3 Ho4%
Bl OL A B 28R AT I .

1 e S5H®%

1.1 WEEi4% DNA MR SHEm 1%
3L FEN 1Y 8 e RESEM T ke
W, AR AR R AT, oy R
k. DNA BB, S BN AAR 1 5 F,
SEHM KA SDS ML 4~5h /5, /B /E-8
AR, XA L RETLHE, 70% Z B2 3k ¥, TE
B 4 CRFEH.

1.2 PCR¥# PCRYMWHSIHWSEA SRY
HE HMG-box B FREF 7 & A X XM
e EiE TEW T RA T &R, PAGE
ik, 3 5 R1:5-TGAAGCGACCCATGAACG-
3", R2:5'-TCGACCAGGTCGATACTT-3', % ¥ 5|
YAl R Y 8 O SRY B A HMG-box R 5F X P
P, 91 B ICHEEY 221 bp, PCR I {42 .
HHH DNA 100 ng, 8 5[ % 0.5 pmol/L, 2.0
mmol/L Mg(l, ,0.2 pmol/L dNTP, 1U Tag DNA B
B8 INWFEAE 25 W, T KGR 97CH
A 5 min,94C 505, 55.5%C 505,72°C 505,35
AMEFF,72CIEM 10 min, 4CIRF o 2% IS
BB R R, R,

1.3 SSCP4r#t RFAIEZEH 6% RvIMBtEk
BERE ,TBE B R 46, 5wl PCR = Hl 6 pul 3
P (98 % W BERL ,0.5 /L IR BY 2£,0.5 /L . H
FEVRS,98CH M 10 min J5,3LHE Tk
F 10 min, ¥R S A AMPEF, 10 Vem

Ak 3 h,70% ZBE (&% 0.5% HAC) B &, 1%
AgNO, e 5,1.5% NaOH(% 0.4% HCHO) B &,
R,

1.4 AFERK Sox EER S MEEHE PCR
N SSCP 43 v i 8 th B9 A [F] PE S b , B 46 L i
EREYMHARL T2 B3I E; KA Blast
Tk BKPLS GenBank #E4T DNA FF 31 A1 {24 P
., Hlbtr B S5 Sox F H (Sox of Zaocys
dhumnades , 8] 5 27 ZDSox) , IR HERE Sox & A (Sox
of Dinodon rufozonatum , 85 5 DRSox) .

2 HBRENW

2.1 PCRYWHER PCRY WYL 2%

BV BE R K R B AR, R T BT IR 5 G T A s o
MR — A, B R — B, RN
220bp 2245, S B(AKBE) Y HEF —

1 2 3 4 5 67

— 100bp

El1 AfhiE Sox ZEEPCR T IHERE
1,2, Zi8es R 2 ;3,4 R 25 &6 8
7. 100 bp ladder

Lt vt

.E 2 TR Sox B E SSCP T4 R
1,585 2,3 B P .2 ;4,5 FERL.2
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BOWAE BT AP HEHFE 1D,
HERUERBEXRMARMPATEES
A SRY RIIRIEA

2.2 SSCPHHMIER SSCPATERER,
RAEW R IE Sox EFE M PCRET YA B RN T
ARHR,BZREFAFBANBEIBREGRA
ER. WA IFMHBERHANIREREA —FE
PR P MERE PR R 22 57 (8 2) ,SSCP &6
Rt — iR T AEEAPTFEA AL SRY
HENERER, B i%ER S A
AR ERME.

2.3 SmMARERN SxBE ZHk
PCR 1 SSCP 4387 , A X4 48 o 1 20 4 g 1) 4 1>
Reh 4 B R 5 A SOX HEFH Bk dF
AERHPE T, WF S, KAl Blast 5, B
PlY5 GenBank HEFT DNA FEFI MU MR 2, R
A5 A SOX 3 B B AH L 40 B i 2 O ZDSex3,
DRSox3( FIFh 4 Sox3 5 52 & —+¢, HE 1
hREH Sox3 £H) ., H DNA JFF| 5 S0X3 H)
R L B (B 3), Y5 SRY MR 1 b 3 (B
4).

S0X3 AMACGGCCCATGAACGCCTTCATGGTATGGTCCCGCGGGCAGCGGCGCARAATGGCCCTG
ZDSox3  AAGCGACCCATGAATGCGTTCATCGTGTGGTCCCGGGGCCAGCGTCGCAAGATGGCCCAA
DRSox3  AAGCGACCCATGAATGCGTTCATCGTGTGGTCCCGGGGCCAGCGTCGCAAGATGGCCCAA

sekftiok Eolooksiokok ook +sekskok ok eoooiokor-Hok kol H ookl ok orolok -+
S0X3 GAGAACCCCAAGATGCACAATTCTGAGATCAGCAAGCGCTTGGGCGCCGACTGGAAACTG
ZDSox3 GAGAACCCCAAAATGCATAACTCGGAGATCTCCAAGCGCCTGGGCGCCGACTGGAAACTG
DRSox3 GAGAACCCCAAAATGCATAACTCGGAGATCTCCAAGCGCCTGGGCGCCGACTGGAAACTG

slcofokskoleilorskksk sk ek sk tekokolokok -+ skopolokeskolok Hakokokokokokokseokkkolok kokokokok ok
S0X3 CTGACCGACGCCGAGAAGCGAACATTCATCGACGAGGCCAAGCGACTTCGCGCCGTGCAC
ZDSox3 CTGAGCGACGCCGAGAAAAGGCCCTTCATCGACGAGGCCAAACGCTTGCGCGCCGTCCAC
DRSox3 CTGAGCGACGCCGAGAAAAGGCCCTTCATCGACGAGGCCAAACGCTTGCGCGCCGTCCAC

sk ke skoetesiolokefofokok ok H -+ ok-Hkokokokokolokooksiokok skokeksok Hkok - Hok 4 dekskekeiofoksk-Hiokok
S0X3 ATGAAGGAGTATCCGGACTACAAGTACCGACCGCGC
ZDSox3  ATGAAGGAATATCCGGACTACAAGTATCGACCTCGT
DRSox3 ATGAAGGAATATCCGGACTACAAGTATCGACCTCGT

skt sfeateatests H sk seoteaeafok ek stk kit ok sk kok ek kil

B 3 ZDSox3.DRSox3 5 SOX3 W[ IR HE bk 8
» BRBF: # RRAEB; « KT
3 ¥ i

3.1 Sox3ZHSSRYRAMXE Sox3 EHBH
MTHEIABM X A&, SRY REMCT Y
@ik b7 Sox BEEEEFRAW - ~REH

B Sox3 BHET SRY, BLE H#E Wi Sox3 #1 SRY 7
fERAR R A K F,SRY 2N Sox3 #H LT
Kk, ETF Soxd WER AR R ZHEN
AR SRY 5 Sox3 M EAE AT Sox9,S0x9 £
SHEHNLETHENLANER , ENELSTE
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SRY
ZDSox3
DRSox3

SRY
ZDSox3
DRSox3

SRY
ZDSox3
DRSox3

AAGCGACCCATGAACGCATTCATCGTGTGGTCTCGCGATCAGAGGCGCAAGATGGCTCTA
AAGCGACCCATGAATGCGTTCATCGTGTGGTCCCGGGGCCAGCGTCGCAAGATGGCCCAA
AAGCGACCCATGAATGCGTTCATCGTGTGGTCCCGGGGCCAGCGTCGCAAGATGGCCCAA
ooiekokokotolokdckotokok Bk sk doksorkkok ook ok 4k Bk -bk-Holeeksiokkkokaiok i+
GAGAATCCCAGAATGCGAAACTCAGAGATCAGCAAGCAGCTGGGATACCAGTGGAAAATG
GAGAACCCCAAAATGCATAACTCGGAGATCTCCAAGCGCCTGGGCGCCGACTGGAAACTG
GAGAACCCCAAARATGCATAACTCGGAGATCTCCAAGCGCCTGGGCGCCGACTGOAAACTG
otttk loRek H sk Rokalok H -+ oksokok fakofotolok -+ skokokokei ] +fofeokook - ok-bok-Hokolstorok 4 skok
CTTACTGAAGCCGAAAAATGGCCATTCTTCCAGGAGGCACAGAAATTACAGGCCATGCAC
CTGAGCGACGCCGAGAAAAGGCCCTTCATCGACGAGGCCAAACGCTTGCGCGCCGTCCAC
CTGAGCGACGCCGAGAAAAGGCCCTTCATCGACGAGGCCAAACGCTTGCGCGCCGTCCAC

okt k-H k-t ok T ke ook ok ook k- otokolok +HiEHEH o sotok sk -iokok

SRY
ZDSo0x3
DRSox3

AGAGAGAAATACCCGAATTATAAGTATCGACCTCGT
ATGAAGGAATATCCGGACTACAAGTATCGACCTCGT
ATGAAGGAATATCCGGACTACAAGTATCGACCTCGT

ok bRk ok Bk ok ook ks Rk

Bl 4 ZDSox3.DRSox3 5 SRY REMRP B LB
* BLME; ¢ RTRER; + REER

BREBALEFSA; ERED, SRY W #
Sox3,Sox9 WA Sox3 MM HIE LLEEEN , BR
BENRE ;MY P, L SRY, Sox3 = MH
Sox0, B LR AR " . SOX3 TEA KA [E
AP RK,SRY EE RSl d R
EiSo3 RAEHA LSBT RISEMRTH, MW
SRY/Sry REREREFREZ X ZREAY A
HEBEKRER, XA THEHER Sox3 & SRY #Y
HAREE", SRY ZEMfEN So3 BEEMT R
EXENHFEELZARGTIREEFRNOE
AW, EuieragnmgsrEhrs
Sox3, N\ T RS 7 T Sox3 AT fEJ2 SRY WY 2
B, MWE 3 7 LLi% E| ZDSox3 # DRSox3 5
SOX3 A 34 MREAE, KB 17 MEETH#K
(ASG.CETEH) 17T RETER, MNE
4 7] LA 18 B ZDSox3 1 DRSox3 5 SRY £ K 54

THEAR, BB 25 TRETHR(ASG,C
5THE#K), 29 MNRAT B,

32 BARXUIRENHET Ry
WP E R E N, FEA R R
SE (GSD) M3 sr B il gk 2 (ESD) F A FFK A,
ESD & X X TSD{temperature dependent sex deter-
mination) 7 % i, X R E B SBETUR
W R ERIE. BARESEH™  ERHF
1) 6551 FEFT I, B H — T 2R &
i EXERREY, A TR ER TENA
R ELE, HP B A RREERAK
HE, 7ok a7 FOARIR SR A, BiTshP
2T ESD M A AL 115 7, Bl L H 94
Fih ESD KB YA, X R R OENSD
b, —WAR BAMESREEN L, TER
TSD HL 1] B9 3L 7] $%4E , 3% 2 1, B TSD #15 &
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Fls , MEE ] R f2 B R B . GRS R R
SEep G K RBT SR BER B RO PR A
TMMEMERUMER AR ST, €5, AR
AR EMSER PSSR, KL 0
RN R EEN L. BELRORY,
7 % B R TR | 3 X R Ak R T o R 4 o
EREEW ., B EENY, BHA CSD
PLdl . 430 SSCP Fe 7 7 43 M i 285 3R R B o i
ML S REHBAER, N4 FKE LIE
55T PR Y HE B e E R GSD P .
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