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Abstract : Genetic pelymorphism of populations is based on variation in genomic DNA. The PCR technique can quickly
and inexpensively amplify the specific DNA segmenis to ample quantities for further genetic analysis. Therefore, this
technique is appropriate to the population genetics study. The application of this technique in populaticn genetics
mainly involves the following three aspects: {1} PCR-based molecular markers were widely used to detect the genetic
polymorphie loei of a population; (2) locate gene in the chromosome, or screen some kinds of individuals with se-

quence-tagged sites markers; (3)the combination of PCR amplification and DNA sequencing make it easy to obtain the

nucleotide sequences of some specific genes.
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M BT ™, {H RAPD FRiDH U F =4 £ E it
EEEMMAZARS: (D—BRE &GS, Sy
FUMIERERRATVHNE/ R EUR MM S ML
ZRY (DT MA B PRI B RS, SN N
BHERW T AR KN & Fad b B, 6844 TIE
MEMICI TV HREMNMNS R SEREE HERR.
PCR R FGHBEWHA ,EREUES., E=16E0
DB ERAHMFERELESRTRE. EAKEY ™
WHMATPCR REMEMHEH TRASTMNESR
HR, MAFAMEETES N EEEHMNISET ¥
FEHFTH—HTTB LA, R AT E e
RAPD 73§ F Bt Southern 75 3%, $§ ¥ 47 i0 #% £k 8 RAMP
{random amplified microsatellite polymorphism ) 4% 32" &k
RAHM (random amplified hybridization microsatellites ) 35
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FESUNTRET—1THANILE. ES5HEBN
T PCR A DNA HEBHER R AR Z 4 ET (1)E
AREARFERAR, 56 DNA RO BB ATES
if Southern 7% %% 1 Fl MU SHEARICEREF R R, B AR
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GRMHE W R A MRS R R, LR
¥R 314 1T PCR K 4 R 4 04 9 3 (6 4L DNA,
B T Y B R AL s R A R B, R R

EERMEETHR A AEEy M ETNELRT
LA R A B ) - R AT M B R

3 5 DNAMFRAME S RBFFEE

fr By 38 % A8

fEPCREATELAT, WHURMOZSHEFES
PIRBAREY M EAROHBEETRESSEY
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A ERIRERNE AESE DNA RS BHREE
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