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Abstract: MicroRNA (miRNA), a class of non-coding RNA (about 20 - 25 nt), has been found in eukaryotes
and has regulatory functions. Many research results have confirmed that miRNAs play an important role in
many life processes in eukaryotes, involving the individual development, metabolism, cell growth and
apoptosis, etc. At present, there are relatively few miRNA data in goat (Capra aegagrus hircus). This article
summarizes the regulation of miRNAs in skin and hair follicle development, muscle growth and development,
lactation and reproduction of goat. This review will provide theoretical basis and research insight for possible
use of miRNAs to regulate and improve the wool and cashmere quality, the growth, and reproductive
performance in goat.
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/NRNA (microRNA, miRNA), J&19934F
Lee %5 75 W 5T 75 W K& AT 2k HL ( Caenorhabditis
elegans) & & FE I R B — KRG b /N
RNAZFT-, K420 ~ 25 nt (nucleotide, nt),
HZH5EBAWAEMNET .. KT Kk, 4
MOBEGTE . PRI DIACAE, T 5 mRNARL
XF, FEGEEER 5T (Bartel 2009). &
FAmiRNA H1 P4 5 1 Dicer fil 38 128 7] J) & 2 RITXL
FEA BAMIRNART AR B 5 A7 42, TERRNA
FIHVCERE A Y (RNA-induced silencing
complex, RISC), miRNAH T 5 mRNAGHIE H
A0S A 2R S R RImRNAR 3R R 1R X
(3" untranslated regions, 3'UTR), MIfj#iiilFs
Sk EMRAEIEN, T S BRI VP2
FEImMIRNARA fRs7 R, Bk, Faid LR
BEPR AR T HT T mIRNA.

B AEYHEOR I KUK, miIRNA s 12
WS g S 2, H T, miRbase 21 3 A
e HE A 2K (Homo sapiens). MEE%E (Pan
troglodytes). /M. (Mus musculus). ZX5#% (Sus
scrofa domesticus). & (Equus caballus) % 223
ANPFIIL 35 828 4 MU mIRNA, il
(Capra aegagrus hircus) ) miRNA i 264
o ASOMILFERERE . MIAAEK. WL
AEFEAHOCHT mIRNA AT T 2538, DU LL=E
MiRNA RN LS

1 1IZEmMIRNAKE EMTHEERFR

BT =E R R P IS DA e 2, Rt
TH A H mIRNAS Rl 2 [ AR SF 1, 2% 4
(Bos taurus) Fl45=E (Ovis aries) HmiRNA
B EAE S, TR L E I mIRNA - CRIEIESE
2008) ; B LLCAIBIYIImMIRNA 2 741
51l2£ 1 UniGeneE1TBLAST XS, Tl il =
FrImIRNA, I8 i RT-PCRAN T [ I 5> 4 1
KAE (FREE%F 2013) o (HIE £ (1708 )2 K H
[SRUR DS LR e oY/ R Sl SN iy IRV & VA
MIRNAL L, [LEmIRNAZIS R, FiiHr
FIMIRNA CHHTEERSE 2014, IE4Ek, it

WP RS 4G RT-PCREAR, B4k
MTHLFEE. NINKE. WIMAEREHEK
(1) — LEmiRNA, Jf e T #8255 R DL J3X 26
miIRNATEAE MG s i Dhie (RL) .

2 miRNA 5RREBLRE

GULFERAXZEH, HBRWAK
FE—HE NI BT, RIEIH =AY
Bt ANERY B2 TRk 8 i VF 22 AR KU R T
KA T35, miRNA 52 W A H H
B o 1 % o 458 1) 6 9 JA U1 25 B B 2 TR 1 ek
. B2 S B8 K MK miRNA
WK 2. HRHRiE, Ao =E Rk R R
mmu-miR-720. mmu-miR-199b (Zhang et al.
2007) F1 miR-379 (Liuetal. 2012a) "] HEAE T
FEIEDF S R EZAEH ;. miR-203 4%
KM 1k, 15T p63 ik 2 2]
(McKenna et al. 2010), FiL CUf e 1% 35 K 0 5%
i 2% B A5 K IRk miIRNA (RHAED 2014);
miR-200b 1 miR-196a {1 A Wnt {5 5 i % & 7
MELH bR, Z2H5EERKEHEE (Andi et al.
2006 ) . chi-miR-2284n . chi-miR-421* .
chi-miR-421. chi-miR-1839 #l chi-miR-374, ¥
J Notch/Wnt 554 31812, Z5401LF1E
G, fFIERLARE (Suetal. 2015).

BRI B AR SZmiRNAT 45 .
MiR-125b4l [7] FGF57E B3 3k 4l iy v ik R IA Y
REEHIFGFEAE R Rk, FFx) B A kAR
A IE R B AT — e s EH G2 2014) .
EREANNBRER G FI T let-7a-5P . let-7Flet-7b.
let-7C. let-7G. miR-199A-3P. miR-143. miR-1
FImiR-320a%iA® iz (Yuan etal. 2013), ‘&
254454t (Shatseva et al. 2011). %4
(Sunetal. 2012) Jz4fi£: (Wulczyn et al. 2007)
FIYLA (Cordes et al. 2009) K7, #FHJixLL
mMIRNAT] fe 2 5 i ¥ 5 kB2 k& 1) AR 2
IR miR-1. miR-133a. miR-133b. miR-144.
miR-206. mMiR-299. miR-331FImMiR-4286F %%
i =E BRI =AM Beh RIE ZE R
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Table 1 Identified miRNAs and target genes and their functions in goat
q5s 2 PR
miRNA AP it RN
Target genes Function Reference
423 5 5 F5] 1 AR e
_ ﬁhf_%&) IR AR DG TR _ Yuan et al. 2013,
miR-125b FGF5 Regulating the genes related to cyclical changes of s 2014
hair follicle *
- Z: b5 Wit {5 ST RS E R K
BENKE miR-203 DOST Involving in Whnt signaling pathways and hair growth A% 2014
Hair follical regulation
development
Py e T TS S8 A K
miR-183  GLG1 S SERERTTREAE E K . FHHENSE 2014
Involving in cell adhesion and hair growth regulation
) KRTAP5.5, RPL30. 255 [ BRI R
R-199 JHENL
m! @ MYH9. MYL6 Involving in development of skin and hair follicle FHAENS 2014
. FASN. BTN1AL, Z 53 RIER o
miR-103 A% 2012
! ACOX1 Involving in production of milk fat WIS 20
SRR EFIAT K
miRNA-451  CAST Related to mammary gland development and PRI 2013
lactation
SRV SR IS KPS
miR-2478  TGFpI Related to mammary gland development and H3ClE 2013
lactation
VA LA FLR B AN T =R K
W% Lactation miR-27a PPARy Regulating triglyceride synthesis of mammary Lin etal. 2013a
epithelial cells in goat
SELRFLI L R AP SRR, S LR B
miR-143 IGFBP5 Delaying mammary epithelial cell cycle and 2055 2013
inhibiting their proliferation
R N v BHIRUBEHE K .
miR-200a  Mor> BTNIAL GPRA3. 25 il fil ek . Lin et al. 2013c
LPL. SCD Involving in lipid droplets formation
H G PRLR 2 53R EH
miR-135a PRLR Negatively regulating PRLR and involving in #H K 2014
mammary gland development
Muscle miR-27b  Pax3 REIAA RS WYL 20138, b
Regulating fate of muscle cells
development
- HATERA P WIE, A TR B 2 VA PRI B AL 434k
miR-100 IntegrinB1 subunit. Regulating proliferation and differentiation of PR I35 2013

Reproduction

POU1F1. TLR3

pituitary hormone secreting cells

KU EAI ] Ge = 5 B3 5 W0k P 1) 4 .
MIR-3L7E BORA KB W 253, i EB AT
WIAA (1P 4% (Mardaryev et al. 20100, %8111
B Rk AR A 2 I mIRNABE K
AT, PG00 B R T T ISR
Fik, WEESHEBERNIER. HREEZE N
2R 2E B FEIMIRNAR A &, HEMifkR —
UVEZESERT (FTAHENSE 2014,

B LSRN R A G E, T

WELE B O 2 IR &, B R Ek A
Iy BoE Y (Kim et al. 2013) . t4h, TYR,
MITF, ASIPFIMCIRIEFE & 52 BRE R,
MIR-211 5 miR-10b /2 111 2 3B {0 % 1 1) 7 22 1
5T (Wu et al. 2014a), MIR-10b 2 B2 ¢
o R IE BN E FIMIRNAZ —, g i i 4
HoxD10KE A (e, FERHOCK A Il JL
AKT# 1L (Liu et al. 2012a, Yu et al. 2013).
RV, HoxJERKIEE S BENKE. &
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B A K, JUILEHOXC13 (VT %%
2010). miR-10bit i 1 Notchig 1% (1) DVL3%E
[A, Notchfs 5% Tt T E 240 M54l
440 P K £ R AR i Al Gk (Osawa et
al. 2008, FF5TIESLHZ Noteh(s 5 i SR &
9 M ) £ B R Gl R
(Schouwey et al. 2010). mMIiR-2117EFA A E0¢
(Lama pacos) Bk fER L (Tian et al.
2012), W50 R ImIiR-2117] % S MITF (K %k
(Margue et al. 2013), IMITFRESE 17 22 JE A
EE TN Rk, T T %) 2 0k M T R
TEREMNRKE, ZHEOEN AL
(Vachtenheim et al. 2010).

3 miRNASWH,
Wy Ly =2 b R 30038 5 4 DU B WL

A, I, WILE AT . FLIR
b 7 A B P B RN 3 i T A L S B L
I NN, BESS, FLIRE bR AR R T AR
T, BENTE. 4 RIA K EmMIRNAS L
FUIR AR B MFLIT A (R3).

T sk A S AN ) 9 L 0D 7L I A 23 1) miRNA
I Qietal. 2012, 2013) iy &0 52047,
KRBT K E B M mIRNA, H 7 miR-2887 .
MiR-451FIMiR-2478 7L 1A% = W 1218 i (Li
et al. 2012), bta-miR-15b . bta-miR-107 .
bta-miR-30B-5P. bta-miR-214. bta-miR-193A-
5P. bta-miR-339b. bta-miR-375. bta-miR-487B
1 bta-miR-100 7t W L. ey V&g J A s L 5 Wi ik
ZREF ietal 2012). miR-135afEWF. )G
W I RIS R T i FL % 2 4& Cprolactin
receptor, PRLR) JEPE[FRIE, Mify £ fm) 45

#2 HIUFBEKFMHXMIRNARSEELR

Table 2 Identified miRNAs related hair follicle development in goat
Jro. ey : ST
{RTJ:NA FHIMIRNA f#i;(mERNA RT F;/?Ri;fjﬁt
2L FEABE o of o o of Conti o 2% 30k
Breed Sample 0.0 No. of novel . 0-0 op rme Reference
conserved MIRNAS different miRNAs
miRNAs miRNAs by qRT-PCR
(IR ASESAIIES
Aerbasi white JJHkSkin 316 22 miR-379. miR-127 Liu et al. 2012b
cashmere goat
AR ARAT
g8 4 NIE
f%jlzriljﬁzllﬁé NIRECE 52 ) Yuan et al. 2013,
Shanbei white hair follicles in 399 197 26 miR-125b .
= 2014
cashmere goat anagen, catagen, and
telogen phases
chi-miR-2284n.
P IIES chi-miR-421*,
Inner Mongolia F Ik skin 5 chi-miR-421, Suetal. 2015
cashmere goat chi-miR-1839,
chi-miR-374
NN PRI (0 R R
L I IES e :
Crossbred black ** . i 205 9 6 miR-10b. miR-211 Wu et al. 2014a
. Black and white hair
and white goat .
follicles
N 70 dfi LA H A
kel 0 LR N
- PITEI) B JIRALZR MiR-3762 s
Aerbasi white 68 YL 2014

Skin of 70 d fetal and

cashmere goat
g two-week-old goat

miR-451. miR-514
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Table 3 Identified miRNAs related to lactation in goat
e N y o
i ‘JiziNA S HIMIRNA EJ%EENA RLPE;:RfLme
By PEABE " o " et 30k
No. of No. of Confirmed
Breed Sample No. of novel . . Reference
conserved MiRNAS different miRNAs
miRNAs miRNAs by gRT-PCR
WFL R T
v v e
)ﬂji@fk asmm + FLIRALR _ I o 160 mMiR-451. Li et al. 2012
|.nong aanen Ma_mmary gland in (_:iry MiR-2478 BSChf 2013
dairy goat period and peak lactation
Lactation
AL, e WA U L 30
Ill'#' A5 EL4 40
HLLFL ﬂe OFLIRALEA . 1113 31 697 Jietal. 2012
Laoshan dairy goat  Mammary gland in dry
period and late lactation
WSV L e 0
FIAFLA I FL IR 2]
s gy il 2 .
Chskalani Mammary gland in early 336 50 189 miR-143 417 2013
Laoshan dairy goat i i
lactation, peak lactation
and late lactation
WA 3, v Vg 473 0 Iy 5L 4 miR-378
DA UNIES FLIRAL 25 o5 iR X Dong et al.
Laoshan dairy goat ~ Mammary gland in peak o 2013
. . miR-423-5p
lactation and period
WAL R 44
PERE=REYIL FLIRAHR
Xinong Saanen Mammary gland in miR-27a Linetal. 2013a
dairy goat mid-lactation and dry
period
VIR = REYIL WL R IR R
Xinong Saanen Mammary gland in 823 miR-103 Lin et al. 2013b
dairy goat mid-lactation
WL WAFL
WAL AL 2 41
L WIRIITIRALEA _
. Mammary gland in 50 Jietal 2013
Laoshan dairy goat . .
lactation, peak lactation
and late lactation
VIR = REYIL WL LR 2R
Xinong Saanen Mammary gland in miR-200a Lin et al. 2013c
dairy goat mid-lactation
WA . W
v FLIIFLIR A
i85 111 N
LTI Mammary gland in early 66 miR-135a # K 2014

Laoshan dairy goat

lactation, peak lactation
and late lactation

JAK-STATSF 51l %, 520 2 P FL R 1R IA,

RASH Y E N (F K 2014). Dong%é
(2013) TEMAZLIKIAN [A] I AT I H 224> 22 7 16
ZImIRNA, 1F5Z T miR-378. miR-423-5pfll

MIR-73 LU 73 IR A 1, ot FUAR AT
LR PRAEAE T e miR-A5L7E Wl FL AN [R] N 13854
25 B3 FErmiR-451 5 FL IR R B MM FL A R

(B3l 2013). miR-27aii it 5%

M P A A
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KmRNA L, B ) JIg B 34~ A,
PPARy . CCAAT/ 3 3 v 45 & & 1 A& I
(CCAAT/enhancer-binding protein, C/EBP)
ML X 32 ka2 [ (Retinoid X receptor a,
RXRa) W7 LR bR 4 T ynh =R ) 55 B
HARWFLINKP 2% & T T 950 (Lin et al.
2013a). MiR-1437EA[FIMAFLIN I 5 sk, ]
T I A0 27 L b 4 ) A0 e SRR A, el
LU DA AR L T, FORE R 2 5 L
MERE AMAEKSEED IR (AER
2013).

=EFAHRE T A9kt B 3w s IR
WM, DA EG RS KRR, Rl A
TR DT R AR v . & R I mIR-1037E FLIIR
b e A e ) R w5 LR A A Gk
BRI, NI BRI G Hl =R &R
DL S AN 1 R0 I 07 % () L5 FF CLin et al.
2013b) . miR-200al)ZR ik Tt i ] #H) 2 5 i
TE R E R 2 IE, AT Fa FLIR IR A I (Lin et
al. 2013c). FLARG AT REW K B E-miIRNA

FLIR A4S, M FL 2R T =, miR-23a.
miR-27b. MiR-103M1miR-200af %k i,
T miR-23AFImiR-103 7] i 15 FLIIE & i 44
R R, T miR-27bATmiR-200a A1) #55 H fIg i 76
b R A TR

4 miRNA 545

AF AR, AR .
IR E DL AR SRR IR, 52 4 A 23 i
DA R R R R R YT o A G AT R ST AR 3 1)
A o N I N/ R (1 N R A
(Stephens et al. 2009). MIRNA 215 5[ 3,
S RS R B BT & E (Niu et al.
201D, JuZ 5 T 9L REI Y (Cutting et al.
2012). Hiui & KIS 2 A THAH G 1)
MIRNA WL 4. miR-143 & 76 fi S 42 (1) 52
FURTGEEL S R IA ) miRNA, 5 GnRH {55
i F R R A5 56 218156 0% (Huang et al.
2011), ‘EIAEUTYR LA B L b B s R A
(Zhang et al. 2013), WI4i& Wnt {55 18 % 1)

F4 HILFEEFHERMIRNAKEE SR

Table 4 Identified miRNAs related to reproduction in goat
Z ot
TR5FmiRNA FMImIRNA miRNA RT-PCREGIEH &
I FEABLE Ht H o IMIRNA R
Breed Sample No. of conserved No. of novel No. of Confirmed miRNA Reference
miRNA miRNA different by gRT-PCR
miRNA
FYRRZS BRI 250 5

HHELY é{tﬁu? . Ié'éty] % 617 7 407 miR-143 Zhang et al.
Anhui white goat vary of pregnant an 2013

nonpregnant goats
ZEEILE G AL 508 19 miR-143, miR-21. K74
Anhui white goat Ovary let-7b 2013

. AN[R)ZET WA PR AR B A
IRGLH . L tal.

i Urogenital in different 40 miR-1246 ongpre et a
Alpine goat 2014

seasons
PiATEfE s
;ﬁf Hs.ba?rmifé BALN 373 91 miR-34c Wuetal.

nong Testis 2014b

dairy goat

IR B IIEETE
ZRA L miR-29c. Ling et al.

1317#11441 309711433 35

Anhui white goat  Ovaries of multiple and A A miR-6406 2014

uniparous goats
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Frizzled-6 I Frizzled-3 ZZ ALK, 520 Wnt4
LRSS . Witd JERJE Wint S5 1 B 2
B2, 25 R O SRR AN i R B AR 4
1T fe (Hsieh et al. 2002, Ricken et al. 2002).
CLESZ miR-10b. miR-126-3p. miR-126-5p.
miR-34c. miR-449B Al miR-146 T &% Ll
LEAK B RE T (Wu et al. 2014b), I
H miR-34c.miR-449 55 J 40 1) B 3 5B
FkS TR A4 % (Huszar etal. 2013). miR-34c
{EFHT P53 1 R ] S 800 Ll =F e AR T R T
4B T (Lietal 2013, Yangetal. 2013).
FE AR W LA AN E AP
R TTHEER A 7= G2 . mIRNATE UL T AT
YRR R . BRI, R
AR 2 260 S 1 OF S0 2 miRNA K 1A
BN, 77 2 3511 S50 SRy e A ey
FIMIRNAEMIR-29¢, 1 7= 5176 111 2 51 5L rp s
Sk B i 1) S miR-6406 (Ling et al. 2014) .
miR-29c 5 fi¢ B¥ @ % ( follicle-stimulating
hormone, FSH) 53 ¢, RefedtoNyE H
B4, miR-6406 1) L ReA Tl — R 1T . EAh,
mMiR-1001F 2 Ll =F AR C A ik miRNAsZ
—, T HRILCERN P R B T 2
Sl (PP H R 2013) , XATRESE T

miR-1001F ] T-POULF1 X ¥ &K BV 3L,
T HEAAT R WA M S A, ST
ik - A - P IR U R Y, S e LR 1
HIKGRE

5 miIRNASULRKRE

HHEA YT 50 ANAH LR R FE, 2013 4FJK
TFRHCEIAR] 1.4 A0, 70 RZEHERY ke w22
YER o WL AE KRR B R T WL IR 41 4 20
(R B4 N FI LA BRI, mIRNA i 5%
WA SR 40 MR EE R 1k, HS LA K
B YIS (Huang et al. 2012). &4
IE 5 IL=E LA R B A DS miIRNA IL# 5,
LA Fh— S8 A 1 miIRNA ] {45 UL A () 184
FEFGA, NsZm il EAK R - 41 miR-133
Kt (miR-133a. -133b. -133c) 7& LI FALA
s RIS, e AR g A BT,
I3 B2 R R ek, ATt L4 i
[PBasE CeliE¥e%% 2012, Ling et al. 2013) .
2B B L = AR IA 1 55— miRNA &
miR-27b (WEDE4% 2013a) , LM HE LT
ARKFRE, BRI/ U ER LA L Pax3
SEDR (R, 1M Pax3 ZENLIA & 2B K 42 LA 4
Ji iz sp A FEE (Jothi et al. 2012) . B4k,

RS HIFENMAREHRXMIRNAKISE E 4R

Table 5 Identified miRNAS related to muscle development in goat
SFMIRNA - . Z5miRNA .
ﬁ'ﬁﬁa BHUMIRNA ’EE RT-PCRUG R i PR
) PEARE N Ef ki N Ef miRNA -
Breed Sample 0.0 No. of novel i 0.0 Confirmed miRNA
conserved MIRNA different by qRT-PCR Reference
miRNA miRNA
=3 > N Hb ) — 1
V\]%ﬁ?ﬂcm% uﬁﬁﬂ)u_ﬂlﬁﬂnl’/ﬂ MiR-122. mMiR-1. o
Inner Mongolia Muscles in back ) ) GRS 2012
. miR-133. miR-143
cashmere goat and hind leg
W A7 > EI-N=NP
BRIl H Bl 562 5 Ling et al. 2013
Boer goat Longissimus
P N =M=V
SR RS 517 2 WS 2013b
Anhui white goat Longissimus
LSRN e
[N AL

e Fetal period and 464 83 336 miR-424-5p. miR-29a  Wang et al. 2014

Huanghuai goat

six-months-old
longissimus
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mMiRNA-424-5p FiI miR-29a WX HLAKR & B A
FEEKIRI/E (Cui et al. 2011, Wang et al.
2014). miRNA-29a w40 s, ¥k
R L%, AEA R B B BIILA TR IA
Z 5t W2 1 miR-424-5p #E H kRif B 2E
ForFHL, TG — 2 R .
JVLPRAE KA 22 2 B LA K — A S
FERF, SR LAl f s s R Ak . LA AR
KAl =B R A D ReRts, Tl T AR
FAFERER . A, B ET A i LA LA
Jiife. Zhong (2014) SFeit IFG i 7 il FE44
MIRNA USRI AE KA 2, 7EIRa L 41
CFFA Mt , 84% LA AE KA ZmRNAK A= 3T
PRy EARUE I YL CRRAN AR th A3 31% Kk AT ER .
Patel (2014) %5 HINLERFAES (muscle creatine
kinase, MCK) Ja 3753 AN L& EIT/NRNA
(amiRNA) XJ 5% %2 %2 44 11 B (activin receptor
type 1B, ACVR2B) BEATrAK T 46 4,
SEOL LRV HE32% I TTER, mIRNAYEH %
KAF B, il i % ACVR2B R 1%, 5 5L
SMAD2/3 15 5 '~ B, 5% hn i WL % R 7
(MRFs) [f13¢3 , 385 B JULAN R 39 5 R0 34k
BRLE, SR F miRNAREAT 55 PR i it T F TR
BEWRAE KR G — T 2 AR 5

6 4iE

HmiRNAT RARIE LK, MR ke,
FEAENLHIFIE AR N, miRNARGE—H
FEAWI N, Bt HBEEE. miEElTH
AR TR A FE Sy 3 DR A PR 000 i R P 114
Az, s H s SR EARAZHEmIRNA, £
R T AR T B BEE T H AR A
Writ s, L2 T REILEmIRNA. 2R,
WP LA G WA — e W )Jm RAE, i g
CDNASCE e B 7, e LAIRAS R IA F SR
H R EIImMIRNA, 117 BT 5 FImiRNA—
e I S AR ImIRNAJT S EEXT, 52
CLATMIRNAMI R, WA 20, R XESR
HUAH SC I mIiRNA . S8 miRNAZ F 4 miRNA

(R FRERRAETII, PR, A
Ut 22N A A I mIRNA, BB RF ST R
N, BUE C L RIIAEMIRNA, K, X miRNA
IRINRST ISR i N T PR

MIRNAX WA A EZ R DEE, ST
MIRNATE R G « ARSI FE DL S A0 2 B i 2
W R SLRESE DR (R 7, (B 1S X s A e
PERE )€ M) R o T RE, 1T HLATEE D 3R
WSVATT S I R R 9k, A2 AR SRS
ARl ERRIR UL, mIRNA L) AEIE 758k
— B RE .

H H miRNA P 5T 3 2+ R LI
A N RS D L, 47 e miRNAGIAT RS ff
WP A i AR P & I R AR e n AR
WA FRFHE— PR BE4h, HFmiRNA
(B A% DL S miRNA T e 3 PR () 22 R
WA T LD RERF R R A . ISR NE
PR EEARBUE N oMy 1, Ry
ZAHRIIMIRNA, A5 T e sz dn 2 7= g
A RMIMIRNA, 5 2 1S IA miIRNA)
WEEThRE, JE78 0 R FH X LEmiRNAK I 5 R 2
LR B A=A MR RE, e
SIUESINE &

Z % X W
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