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TR BRI BRI SR T E AL, ZRUTER AR 2Bt 98 241000

. 2018 4F 11 AR 28 3 L i A E S8 A B (300347427 N, 118°41°47" E) FB 45 T 4
BEFHFR (30°21726" N, 118°30'11" B) (W4T AR M RAER 3 R B JE ML=, 3 RAMAAR TS
N, RE 1L~ 14 g0 WEKEE, IEHEEMK: REMEE, ETR6E, JEE 23 B KRIE,
XEERHE SIS KB (Crocidura tanakae) iR —%. T Cyt b &P FIRI 1 H RBAR R, X
3 SFRASM GenBank FEH MG IEKE (GenBank &35 KX946002 ~ KX946006. AB175080-
AB175081) MR RFF (GTRFZEEN 100%). 1X 3 ‘SHRA Cyt b 27515 SIS KB RIHAAR A (GenBank
BT AB175080. AB175081) IRt HE BIAE 0.76% ~ 0.85% 2 [, T UL L4 R, #iwiX 3 Shrihl
BB IKERR, X ZWE R I ORI, R AR R IX 1 A A il %
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Discovery of Crocidura tanakae (Mammalia: Soricidae)

in Huangshan and Xuancheng, Anhui Province

CHEN Zhong-Zheng TANG Hong-Yi TANG Xiao-Fan LIU Meng-Wen
MAN Xiao-Mei ZHAO Han-Tao WU Xiao-Bing WU Hai-Long
Anhui Provincial Key Laboratory of the Conservation and Exploitation of Biological Resources,

College of Life Sciences, Anhui Normal University, Wuhu 241000, China

Abstract: Three shrew specimens were collected from a conifer-broadleaf forest in the Taiping Lake National
Wetland Park, Huangshan (30°34'42” N, 118°41'47" E) and Ejiagiao, Jingde, Xuancheng (30°2126" N,
118°30'11" E), Anhui Province, in November 2018. These specimens are small with a mean weight of 12 g
(11 - 14 g). Their dorsal pelage is dark grey and ventral pelage is slightly paler grey. The tail is bicolored,
short and strong, with the proximal 2/3 covered by silver vibrissae. These morphological characters are similar
with Crocidura tanakae. The maximum likelihood tree based on the Cytochrome b sequences shows these

individuals belong to the same monophyletic clade with C. tanakae (BS = 100%). The genetic distance
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between the population in Anhui and Taiwan is only 0.76% - 0.85%. These results suggested the three

specimens were C. tanakae, a new record of mammals in Anhui Province and East China.

Key words: Crocidura; Crocidura tanakae; New record; Anhui Province

BV IKEEH (Crocidura tanakae) g T
57L& HH (Eulipotyphla) RusiiFl (Soricidae)
EEnJE, HH-H Kuroda (1938) #R4EHRE G
B G E BE I B bR AR . (H T
HME 5 K B§R (C. attenuata) 20 R, 7EIR
A1) — B ] A 43 DA Ay e 2 B ) (14 I o )
)74 (Ellerman et al. 1951, Corbet et al. 1992,
Fang et al. 1997). HE % Motokawa % (2001)
RN E VIR B 5 K B R A% BN R (BIEK
R 2N =40; KEFH: 2N =35~38), Ak
52 HA PR

2018 4 11 H, FAVELBCRES 3 R
fibr4s, Hod2 J (TPH18007 &, TPH18008
@)K H B L T ORI SR 23 [l (30°347427
N, 118°41'47" B>, 1 H (XC18003 %) XH
BT OVE AR LB MR (30°2126” N,
118°30'11" E). JEJEAZ LA 4+ 184% 43
M1, WIAHI NG IS KB . X2 678 K BT R
FEZHAEME XIS, 3 ShArEK. ki
FZH LR i PR AF T 2 UM R 52 AR A R 22 B
SIVIRATE

1 BRI E

1.1 EHHEUE
K # Feng 45 (1997) Fl Motokawa %55
(2001) BN E R A T2 B0 3 AN B sbr
A5 MIMESRARA 7T A SKEERE: RE
(weight). 3k#kK (head and body length). /&
K (tail length). J5 214 Chind foot length). H-
£ Cear length). /il 4 K (condyloincisive
length) . fil %% (braincase breadth). HE [&] %
(interorbital breadth). 5414 (length of
upper tooth row) & EE — F1 47 41 %5 (maximum

width across the upper second molars, M>-M?).
A DUHT 4 258 = A K (distance from

the upper fourth premolar to the upper third molar,
PM*). TFi%IHK (length of lower tooth row).
BT XA N BB I RAE, 5RET
B G KERIAR A (Feng et al. 1997,
Motokawa et al. 2001) Fb#g, #HATIEASLE.
1.2 BEfESH
AR AR SR HUX 3 5 B bR A 1) s
DNA, @i A BN (PCR) § 5 3H: Cyt
b FF 42551 (1140 bp). M GenBank T #
SRR . KB . FEAEE (C
indochinensis). & KE§ii (C. fuliginosa).
i Z5 /N g ( C. shantungensis) Al Kk & iy
(Suncus murinus) 6 MFIIEE 12 2% Cyt b 2
K4, PURREIANE, FIHT 1Qtree 1%
XL PR T Cyt b PR 47 41 ) S R LSRR
(maximum likelihood) (Nguyen et al. 2015).
MM MEGA 7.0 #EATFPHILLRT,  FF it S FhE]
ML FE B (P-distance).

2 g3

RETZRI 3 5 BFEAR A A
o RN, ARE 11 ~ 14 g, SkIERK 71 ~
85mm (X . HEKWE, JEHEOIKIK,
BEEAFIRAHE. KA, wErg, vl
AFKGG BRANLPAT R, SMEUR. R
AL, HEBEEEG, BmBaR, L EEmkE
B, B 23 BUAEMBKNIE. ki AT
B (& 1) XERHIE S GV K B R AR = 1
FIFR AR —% (Feng et al. 1997, Motokawa et
al. 2001). F& N %1% Feng %5 (1997) Al
ARFRAL, X 3 GRS m I T E R 5 s
FrA (Feng et al. 1997, Motokawa et al. 2001 )
AR R D,

AW FEIRAT 11X 3 SHRAR) Cyt b 2751
(1140 bp) F#EA #| GenBank (& EK'5
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MKS881609 ~ MK881611). ifit MEGA 7.0 it
TRAILEAT o, X 3 SR 5 e kEM
G K BEE CHRIMAE S 2018) MtfL 2 R AE
0.28% ~ 1.04%2 [8], SihkrAs (GenBank &
35 ABI175080 . AB175081) )it 4% #E &5

(P-distance) 7E 0.76% ~ 0.85%2 [a], 1fj 5}
f BRI FA B AL BE B AE 1% 0L b FET K
BUIRIERI N Cyt b RERBEM TR, X35
WA S G K BT RN — 3L (LREER

100%, K2).

R1 ZHBEERKBEGFINENLEEELELEGEMX AR ME (EERA: g KEHA: mm)

Table 1 External and cranial measurements of Crocidura tanakae from Anhui, and the comparison

with the specimens from Taiwan (Body weight: g, measure: mm)

ZRRA BibRA CPEME + bRz
DGR Anhui Taiwan (Mean + SD)
Measurement TPHI8007 &  TPHIS008 ©  XCI8003 Q  [an@ f]tjlé (()1997) eye:it(zl%e(l);g?)
n=

A #E Weight W 11.40 11.00 13.60 — —
K Head and body length HBL 71.00 82.00 85.00 77.90 + 3.60 73.36 % 6.67
JE+ Tail length TL 50.00 51.00 47.00 53.40 +£3.00 52.50 £4.22
J& £ Hind foot length HFL 13.00 13.00 13.00 13.20 £ 0.40 13.05+0.54
HK Ear length EL 10.00 11.00 9.00 8.96 +0.39 9.05+£0.91
fifi4=K: condyloincisive length CIL 21.13 — 20.82 20.84 £ 0.42 20.85 £ 0.41
Fiii % Braincase breadth BCB 9.32 9.48 9.47 9.23+0.18 9.22+£0.22
AEIA] 5 Interorbital breadth IOB 4.46 4.69 4.66 4.50+0.10 4.62+0.10

b #5414 Length of upper tooth row LUTR 931 9.38 8.94 9.29+0.16 9.33£0.19
AR A
Maximum width across the upper second 6.41 6.62 6.48 6.33+£0.16 6.41+0.13
molars M*-M?
R DU AT A R = N
Distance from the upper fourth premolar 5.34 5.36 5.07 529+0.11 536+0.16
to the upper third molar P*-M?

R 5%14& Length of lower tooth row LBTR 8.60 8.69 8.27 6.32+0.14 8.46+0.26

B ZBEWEERER (XC18003 Q) KILE R THE
Fig. 1 Cranium and mandible of Crocidura tanakae from Xuancheng, Anhui (XC18003 Q)
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0.03

KRR Suncus murinus JF784171

B2 ETLAE Cytb EFEFFIMERRALIRR

Fig.2 The maximum likelihood tree based on complete mitochondrial Cyt b gene

TR A AR 3 SARAKIRE iy T R BB B R FLAIAE 5 000 A BIRISCIRAR: BRRRERD K.

Bold sequences indicate samples of Crocidura tanakae from Anhui; numbers at the nodes represent bootstrap values based on 5 000 replicates;

scale represents the branch length.

3 Wi

W VA 22 A SR B R b A () 1 T 25 0 3k
HRHEYS 6K B R )RR A 7T (Feng et al.
1997, Motokawa et al. 2001). 3T Cyt b /5%
Mot N, H5 6K 8 RE 14 2 7R N
(0.28% ~ 1.04%), FFHRLHRHE, 115 HAD
JB )l 1 0 B BT 1% XSS TR 1 B

R 3 ShRATNGIE KB . XY R
BraE G, RN HAE R I R E A
ATILSR . AT I 3 S hRASREET
J IR X B ) R VA AR

BT Cytb MEMAGKENER, G5
R B R A B3 60 73 39 RO — 32, SCRFEAT]
MR (HE, AT G KBS A
TR B T AR BRI, T 45 /) B 2R
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NG SRR, WS IE K
R Re S /N E TIRSELG R R, (HF
B —IPESE . BV B BN A A T
HRIEET (Hutterer 2005), H T H/b B I T
AFENRE, 1R %5038 3 B R Pa Hh B 2y A 0t
& V5 K B R A K B B 3E AT X 23 (Smith 5§
2009) . {HIT R 5T R, V52K B R 7E Bk R
(Esselstyn et al. 2009). %4 (Bannikova et al.
2011) FIREZE (FRIESE 2017), WL (5
H25E 20190 DALY IR St CR it 4 4%
2018) #E DG AWML RE BT KT
X H A AT VE PN R . R AR 48 B AU AR A Hb
B> 0 6 V8 K B R AN K B R AT X A ] RE S
B NE Rl X — SO bR AR A R M 0E,  HERFT
1l 6 V5 K B R TE S8 15 LLANHBIX ) 3 A 75 B 45
& DNA FFIEMEIAR . A 5 B LRI &8 K
JES Rk AT 5 9 B T SRR A E -

B SR 2 O Ll T S 2 el 7
KEEEREFE TR . EWHX AR A B %
BOMYE R A HE 8 LA B A, AR T B
W25 7 IRFbR AR e, R — IR

Z2 ¥ X W
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