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Big-eared Horseshoe Bat (Rhinolophus macrotis)

Recorded in Liaoning Province
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Abstract: The flight ability, nocturnal activity pattern and similar morphological characteristics of Chiroptera
(bats) increase the difficulty for researchers to accurately identify them in the field. Therefore, extensive
investigation should be performed to identify the diversity and accurately distribution information of
Chiroptera. In August 2019, we sampled six Horseshoe Bat (Rhinolophus spp.) in Chaoyang of Liaoning
province in China (119°0821" E, 40°53'15” N). Based on morphological data (Table 1), barcode sequence
(CQI) (the accession number in NCBI database is MT240893) and phylogenetic relationship (Fig. 1), a
Horseshoe Bat was identified as a Big-eared Horseshoe Bat (R. macrotis). This is the first record of Big-eared
Horseshoe Bat in Liaoning, and the northernmost record of this species in China.
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H (Chiroptera) #FAHAF I K AT B I AR [6)3E
BB, NI T 12 ST ) A 8 Ut ) 2 X
IH, BT HAMBIEASRE RO AL, 15
A PR A S8 T B2 2 1 BRI i
FERARIE R T B YA o Al s A B H
Vb o AL ) 4 8CRT DU D DA R 550
(Helversen et al. 2001, 1=#%F 2009, Boston
etal. 2010, 5KALFRSF 2010, REF 2012, F
FERZZE 2012, Zhang et al. 2018, Liu et al. 2019,
W& 2019). FEED T AW HRARKIKE,
M EAZHERZER (deoxyribonucleic acid, DNA)
ZRTEAG AT DA Ay oG P Fh S S A7 S5 ) BT
Z N TR % TAE (Blaxter et al. 2005)
Rlk, A B G T B gL 2 F BT
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AL T 2019 4 8 H 7 1L T4 WA RH T A
#E% (119°08"21" E, 40°53'15" N, #k 426 m)
T EFEHYMHE, RN ILERE
FEHYM 6 X, @i TN 5w N Bk
%3k (Rhinolophus ferrumequinum), X JE
BRIV M &, HEXT B AT HT FLEURE (bR
A5 7000112, Z000114 ~ Z000118) J5T K
SR K. (EFH B AL RIZH DNA $EHUA7 &
(QIAamp Dneasy, Qiagen A ], fE[E) $2HL
FEdh DNA, fEHEAENY DNA KB 51Y)
dgL.CO1490 (5'-GGT CAA CAA ATC ATA AAG
AYATYG G-3', Y: C/T)F1 dgHCO2198(5'-TAA
ACT TCA GGG TGA CCA AAR AAY CA-3',
Y: C/T, R: A/G) I #Zekifk COI JEH Bk .
Yoy = & id Sanger VEW S, fEH
DNAMAN A AR REAT T N oI 4l
FERTRAF IR E R 5 (P15 MT240893,
MT563412 ~MT563416) 53 HE K AEMH AR
{& E.H 0> (National Center for Biotechnology
Information, NCBI) ##& b AT LX), KIH
1 JEEAMA (BRAS: Z000114) A KRE
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HM541599 KXH-35K 88 Rhinolophus macrotis

HM541597 KHE-353L4E R. macrotis

HM541596 KH-353L48 R. macrotis
MG765709 KE-353L48 R. macrotis

MG765718 K H-353L48 R. macrotis

MG765719 KE-353K 18 R. macrotis

*MT240893 K H-35L 18 R. macrotis

JF444107 FEK35L98 R. thomasi

MT563412 T8k34 3K UE R. ferrumequinum
MT563415 Th8k35K 18 R. ferrumequinum
MT563416 &4k353K 18 R. ferrumequinum
MT563413 Z4k545L18 R. ferrumequinum
MT563414 8k353K4E R. ferrumequinum
KT783534 Lh4%343L1E R. ferrumequinum

JF443134 #F K34 KIE R. mehelyi

NCO018540 X #U§ Hipposideros armiger

85/98/1.0
99/100/1.0
100/97/1.0
— 99/94/0.97
99/100/1.0,
1
o —
0.05

KP993149 /INEiE H. pomona
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Fig. 1 Phylogenetic relationships that were reconstructed using COI sequences from bats
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The bold printed words indicate the individuals reported in this study and new record was indicated with asterisk symbol; the number before the

species name is the accession number of related COI gene in the NCBI database; the values associated with each node are the support rate of the

phylogenetic relationships constructed by the maximum likelihood method, the adjacency method and the Bayesian method, respectively; the

scale means genetic distance.
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Table 1 The morphological characteristics of Big-eared Horseshoe Bat recorded in Liaoning,

China and comparison with the data from previous reports

127 Liaoning (13)
CAWFF This study)

517 Hunan (n= 6)
PHEME + FRdEZE Mean + SD

(174 Shanxi ( FIEREZE 2012)

(FHTZ 2012) 3 ?
3kA& & Head and body length (mm) 44.81 46.64 +£2.80 49 52
2+ Tail length (mm) 17.17 19.36 4 1.88 21 19.5
HA: Ear length (mm) 20.29 23.58 + 1.48 23 25
i & Forearm length (mm) 46.83 4581 £2.54 45 475
JEE K Length of tibia (mm) 18.97 18.46 +0.92 19 19
J& /& ¥ Hindfoot length (mm) 8.56 8.15+0.84
{&H Body mass (g) 8.28 7.74+1.58 8 7.5
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