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Two- dimensional Electrophoresis Analysis of Porcine
Oocyte Proteome: a Preliminary Study
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( Guangxi Key Labaatory of Subtropical Bio-Resource Conservation and Utilzation, Guangci University, Nanning 530004, China)

Abstract: The two dimensional elecirophoresis ( 2 DE) technique for Porcine ( Sus scrg’a) oocyte proteome analysis
was established. The components of protein lysis solution, sample treament, and 2 DE procedure were optimized. A
profile of poteins extracted from Porcine oocytes was obtained clearly. The protein expression profiles of immature and
inwviiro matured Porcine oocytes were compared. The ImageMaster 22 DE software was used to characterize different
proteins. About 800 protein spots were identified, of which 22 proteins were up regulated and 13 proteins were dowir
regulated during oocyte maturation in witro. It proves that proteomics technique base on two-dimensional
electrophoresis can be used in further studies on differential protein expressions in Porcine oocyte development.
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Fig. 1 SDS PAGE dectrophoresis patterns of
proteins extracted from immature and in vitro
matured porcine oocytes
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M. Medum and high molecular weight protein marker;
1. Immature porcine oocytes;

2 In viro matured porcine oogytes.
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Fig. 2 2DE PAGE patterns of proteins extracted from immature and IVM pordne oocytes
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B. A. Immature porcine oocytes; B. In viromatured porcine oocytes.
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Fig. 3 Anplificatory pattem of proteins from part 2DE PAGE image of immature and IVM swine oocytes
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A. Immature swine oocytes; B. IVM swine oocytes. 1. Upregulated protein; 2. Dowir regulated protein.
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