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First Record of Sterlet Acipenser ruthenus
(Acipenseriformes: Acipenseridae) in China
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Abstract: In China, Acipenser ruthenus is considered to be naturally distributed in the Irtysh River, but there
is no report on them, and whether it is distributed in the Irtysh River. We collected a sturgeon specimen in the
lower reach of the Irtysh River (185 Corps) in northwest of China in September, 2019 (Fig. 1). The Body
length of the specimen is 91.5 c¢m, the weight is 5 520 g; 11 dorsal scutes, 64 lateral scutes and 12 ventral
scutes. Mouth ventrally situated and small, middle of the lower lip clearly slit and 17 gill rakers, which
conforms to the morphological characteristics of A. ruthenus (Fig. 2). According to the phylogenetic and

genetic distance analysis of 10 species of the genus Acipenser based on the mitochondrial Cyt b gene sequence
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(1 141 bp, Table 1), the results showed that the genetic distance of this specimen is the closest with A.

ruthenus in Danube and Ob River (sequence divergence was 0 - 0.00 2), and they have gathered on one

branch of the evolutionary tree, which should be intraspecific (Fig. 3). In summary, determined that this

specimen is A. ruthenus, and the species was the first time discovered in the Irtysh River, and also a new

record species of Acipenseriformes distributed in China. The specimen was preserved in the herbarium of

fisheries in the Heilongjiang River Fisheries Research Institute, Chinese Academy of Fishery Sciences

(Specimen No. 80092871).
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Fig. 1 Collection location map of sturgeon specimen in the Irtysh River
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10 mmol/L /] dNTPs 2.5 ul, b FIFHI5I4%
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T K2P (Kimura 2-parameter) 157 1 & [A]
WAL PR, SR & K LAR ¥ ( maximum
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R B KRS 6 S8 S - R R G
B (B 3) , BURFHNTEIRFEA Cytb
TR 7 H RAE T SRER . 2 HE /MRS 43 37
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Tablel Thesequencesused in thisstudy

Y)Ff Specie

I3 A X I

Distribution area

ke 23R
GenBank accession number Reference

/MASF Acipenser ruthenus

PE{ARIIET A, baerii
%% Wrtd A. guldenstadtii
BRI ET A, nudiventris
k6T A stellatus

JETT 543 A. mikadoi

Jiti FG 3 A. schrenckii
HhAE6F A sinensis

1% K7 A dabryanus

[ 3 Psephurus gladius

F/RFFWH Irtysh River
SEEET Ob River

Z ¥4 Danube River
SEEET] Ob River
FRIRINT Volga River
HLifF Caspian Sea

3 Black Sea

B B0 Tumnin River
HEYT. Heilongjiang River
KT Yangtze River

KT Yangtze River

KT Yangtze River

MT449936
AJ249694
MG648429. MG648463. MG648475

AHE AL This study
Ludwig et al. 2000
A FF Unpublished

AJ245825 Ludwig et al. 2000
AJ277594 Jenneckens et al. 2000
AJ245832 Ludwig et al. 2000
KC130103 Ciftci et al. 2013
KX276658 Shedko 2017
KX276659 Shedko 2017
KJ174513 Liao et al. 2016
AY510085 Peng et al. 2007
AY571339 Peng et al. 2007
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100 L 174513 th4Ef5 A. sinensis
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AYS571339 5 Psephurus gladius

B3 FETLhifk Cyt b ZE FFIME B ARIUUSR SR
Fig. 3 Themaximum likelihood tree based on mitochondrial Cyt b gene sequences

751 MT449936 JHURFHHTHEA 1 i BRI B R EIIEE 1000 SAFBIRSIRE AR FRRARERD K.

The MT449936 sequence indicate samples from Irtysh River. Numbers at the nodes represent bootstrap values based on 1 000 replicates. Scale

represents the branch length.
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