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Leptosomidae Leptosomus
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Electronic appendix 2 Morphological tree versus molecular tree

Livezey Zusi Prum
The left side of the figure shows the phylogenetic tree reconstructed using Liveaey & Zusi morphological data and the right side shows the phylogenetic tree reconstructed using

Prum molecular data. The taxa in the two trees are marked with different coloured branches. The clades with topological differences in the two trees are marked with
corresponding colours of connecting lines.
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Electronic appendix 3 Results of Kolmogorov-Smirnov test for tree statistics of data sets A, B and C

=z . ) b
At BEK Btk i e e SR
-/ o e N f'steps i i i ion i s . A
TR R ur?}l:e: o S;Lps in  Consistency index, Retention index consistency index,
i [l Total Number of © tree, 1 RI RC
range of  parsimony- N
characters  informative 1 3ZET gl gt Kt
characters Test P Test P Test P Test P
Statistic Statistic Statistic Statistic
5% A Dataset A
B 245K Oosteology 1 - 2451 1 449 020 <0.0l1 0.17  <0.01 0.10  <0.01 0.24 <0.01
WL2E4EHE Myology 2452 - 2708 233 0.16 <0.01 0.16  <0.01 0.09 <0.01 0.27 <0.01
L IHAE Miscellaneous 2709 - 2954 178 023 <001 020  <0.01 0.12  <0.01 0.22 <0.01
¥4 % B Dataset B
HEERHE, U 6 - 764 355 023 <0.01 0.18  <0.01 0.13 <001 024  <0.01
Osteology, cranium
B EREAE, AR 1-5, 1 094 020 <0.01 0.16  <0.01 0.10  <0.01 0.24 <0.01
Osteology, postcranial 765 - 2451
¥ £ C Dataset C
B EHRIE, fiE Osteology, cranium 6 - 764 355 023 <001 0.18 <0.01 0.13  <0.01 0.24 <0.01
JEL 22 1k 765 - 1344,
B S 4F4E, JEF Osteology, body 1757 - 1964 494 0.19 <001 0.17  <0.01 0.09 <0.01 0.27 <0.01
BAEREE, WBE Osteology, wing 1345 - 1756 267 021 <001 0.15 <0.01 0.14  <0.01 0.22 <0.01
HERHE, BEF Osteology, leg 1965 - 2451 330 021 <001 0.19 <0.01 0.10  <0.01 0.25 <0.01

P<0.05 RPEREE, BWAKFEESDA. “FE% S HER" — BT NE ML Livezey % (20060 i ML
EaE SAETRE

P-value scores less than 0.05 indicate significant difference, showing that the distribution ofthe data does not conform to a
normal distribution. The number in the column ‘Total range of characters’ is from dataset ofLivezey et al. (2006).
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Electronic appendix 4 Results of the Kolmogorov-Smirnov test for tree statistic of the Hackett

molecular data and the Hackett combined data

R L e S Bk
Number of steps in Consi tﬁ f*%ajﬁl I Ret f?h’ﬁ’}‘ajﬁl RI Rescaled consistency
the tree, TL onsistency index, etention index, index, RC
4% ge vt 4% ge vt 46 g vt 4% ge it
Test P Test P Test P Test P

Statistic Statistic Statistic Statistic
Hackett 73 45 0.31 <0.01 0.34 <0.01 0.46 <0.01 0.42 <0.01
Hackett molecular tree
Hackett £ & ¥ (Ja = 0.5) 0.30 < 0.01 0.34 <0.01 0.46 <0.01 0.41 < 0.01

Hackett combined tree (with Iq = 0.5)

P<0.05 RPUEREE, BIHEAKFEGESHM.

P-value scores less than 0.05 indicate significant difference, showing that the distribution ofthe data does not conform to a
normal distribution .
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