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RAPD Analysis of Artificially Induced Androgenesis Haploid of
Misgurnus anguillicandatus and Paramisgurnus dabryanus

LONG Liang-Qi ZHAO Zhen-Shan TANG Bao-Gui XIONG Bang-Xi
( The Agricultural Ministry Key Laboratory of Freshwater Aquaculture and Enhancement Biology
in Huazhong Agricultural University Wuhan 430070, China)

Abstract: An overall RAPD analysis of three groups of adrogenesis haploid of Misgurnus an-
guillicandatus , two groups of androgenesis haploid of Paramisgunus dabryanus and their
parents were made by selected 30 primers of radom decamer oligonucleotide. The results
showed: the similarity index was 97.0% ~ 97.8% between androgenesis haploid and their
male parents; 30.3% ~59.5% between androgenesis haploid and their female parents ; the
non-parent band ratio of androgenesis haploid was 0 ~ 0.029; mother specific band was
rarely found in the androgenetic haploid. It was concluded that the major genetic informa-
tions of androgenetic hapolid came from their male parents; moreover there were differences
among the androgenetic haploid produced by different sire; the non-parents bands and mater-
nal specific bands would be unnecessary for androgenesis haploid.
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ATIESHBERTHMBE L EHEREMAL
BEFRHPRAAT RONANR. AHERE,
ERHEARERMBERET, TRERRE S
BRYARLEBESHUERBENME, AW,
EMBERER ANEEEYS58EY AMIE
5/hT 8 DNA #2'2'#1 RAPD(random ampli-
fied polymorphic DNA) 43 #7'*) % % Jy 1 #B iF 3¢
THRBTHMN;ERBERERA S, ARG
{4 % 5> #7714 VNTR (variable number of tan-
dem repeant) #4051 RAPD-PCR 4} #7612 14
ARMABEEASESRELAT . BhARE
BRBAEBRFAFAERAAPREEELRE
AT, ALKRA 30 252 PCR 518 7
B GI PXt A TS 099 M ( Misgurnus an-
guillicandatus ) . K W% @ % 9 ( Paranisgurnus
dabryanus ) EB R B B FREHLMENE4E

DNA #4777 RAPD &8, 3 Xt ™4 9 DNA K-

WEENHRT T LB DT, A DNA XK ¥ &Hit
THEBTFHEBEXERER,

1 #HRS5h®%

1.1 FEMRBSER R A RK
HEATI98 F4ARARAT HBYKX, KhE
30~50 g, fk 15~25 cm, R H R F X 51
PS5, ERBMEMAN AR, EHER L
TR REAXE BRKKTREWRE. K%
BN L RE BB LA XER . BWE
RKTFRWBK. M, BalEy L, 2%/
TR, KR, R/ BEATAEL,
KIRRTMBE, BEEHTANEARRE.

1.2 BEEWLBMERHBE e . caa
FeBE fMERE R S R L 3 59 8 6 AR ¢ R
# (human chorionic gonadotopin, HCG) , I & :
M8 800~ 1000 IU/E , BEfa 400~ 500 IU/R .
8~12 /MG, EMME—RHKH, B8R
Bongers M ik W F PR FEAATLAR
WIS SR, A 240 m) /cm?® % 5ME S A
B, RIG AL IR AR MER T2 1R 2 f . Ak
BT AKX B RIE T 5/ 3 4, 5 B 5 K

BEBAEMSFHET “ZH . THEE
26 C 1L, 35 H 48 /pat i BRUS A IS H 48 /M,
REEB SRR EREAY, AEEka
HR—ZH)RELN SN BETEMA,
BE/Nk KT B=FEHMLE BEESH,
KM ERYPBFKGEAE, R SIER &
BHX 5,

1.3 DNA M@ & &7 R B R BUMn W4 £
i1 100 pl, B B Taggart i 7 ¥ # & DNAD),
HERRAFETFRER 100 RRE KR
B 797 38 & DNAUY,

1.4 RAPD BN FBiHL3|I ¥ (10-mer) 100 Fh
M H ¥ Sangon £ W T B/ 7. PCR ¥ 1#¥{X
X PE A7 9600 B, Tag MM AREEY T
BAR(#5 :HA100499) ,

PN R 25 plo P 10 X buffer 2.5
pl, 25 mmol/L MgCl, 1 ul, 2 mmol/L dNTP
1.5 ul, 518 (15 ng/nl)1 pl, Tag B§(S u/pl)0.4
pl, B DNA(50 ng/pl)2 pl, ddH,0 16.6 pl.

PCREF:BERMNY K 94T LH 2 4
BT 35 KEF KM (94C 1 min—-36TC 1
min—72C 2 min) ,BJg 2CRE 10 8. -
WMrEPE 2% HIEMER Pk EB RSN
",

1.5 XWQIT KEDawis FREMW G
U &4 DNA SRIBES, 451 100 #3|
% PCR ¥ ¥4 3E4T5 | M T & , LA 2k A9 51 P 2
%4 DNA ¥ 1%,
1.6 MIBAER S8 Lynch FR B HEH
BHMRE M, AR

Sas = 2Na/(N4 + Ng)o

2 & B

2.1 AMBERMBBEWLEARSHELLR
B 30 ™RAPD 5199 7E 2 4 K% B 0 %t 4%
RERFARTFR2BAMBIRMIEN 1 B
T A 459 % T 280.264 162 KikHr,
EHFAG I WY IMLE 4.7.4.2.5.4 %, =&V
WMERGHIIAE L,
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K1 ABBEBEZLETEECREERRAPD T HER
LS BHHR PMAAH PA#H MA#F AR PRHREEX MHEEE | i S

P 264 80 264 Swmp 0.45
M 162 80 88 Sam 0.492
Sam 0.389
A 12 . .
1 6 56 126 56 S 0.595 0.941 0 0.059
Sap0.971
A . .
2 144 80 138 88 Spp0.971 0.944 0.056 0
A+ A, 280 80 264 88 Sap0.97 0.942 0.029 0.029

PAA , REBITRH; M4, BM; A LA BERERFEE. SwpSav SRR T AFTEHAENEMUREK

L4 EEL T (S GGGTAACGCC.Sos  IIMIZRE 30 M HENLGI M A B4 RE —
AGCGTCCTCA, Sy GTCAGGGCAA . Sy AC- 3¢z

GACCGACA YV HERIE 1, A1 AT L E
- Sy Sos Soy Se
Mi2345 M12345 MI12345 M12345

:

Bl 1 314 S20.S96-Sp7 Seu AR
1. 87,8 3.5. XA, KSalRs; 2.4, KAl RMEB LT BMHEEK; M. PCR marker

22 REBEEAEEEAEESEALR FA 4 ANBEHL 314 (Syo« Sog + Sor < Seo ) X T8 8
30 MRAPD Bl ¥17E 3 B E R R BB M51A BRATAMGETHERNE 2, VHERS
FRIBEMIA .1 BABERMBART 30 RN DY HER -3,
PRy MR RARLRRENTFTE 2,
K2 RABEBRAETEEEREFER RAPD J LR
[ S R PMAHRE PA H#H MA #£4& LR PRHREEX MEBEAEE EFRAHE

P 384 72 336 Sy 0.409
M 144 72 72 Swma 0.978
Sam 1.000
A .
. 144 56 64 144 S 0,364 0 1.000 0
Saom 0.966
A i .97
2 120 32 36 112 Sen0.303 0.067 0.973 0
A, 120 56 56 120 Sam 0.968 0 1.000 0
2 Sep 0.424 :
A+A+A, 384 72 92 336 Sap0.364 0.021 0.978 0

P:BA KBEIRK; M:RXE,BHM; ALA A BBEERFAEER. SwSwa - AHARETAFTEFRARKBLURK



2001 36(1) ¥ E Chinese Journal of Zoology -5
829 S% Sg7 899
M1 234567 Ml 234567

M1234567
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1. 824, KB A V5

3 3 #®

LRPRRRML R KGR RHEZRE
BAERE KX AMUAR N 0.97 LA EIELT
BEREBEERNBEEFERFEFERARNE,
BEETREHEGARLE, MUREN 0.303
~0.595 Zh ,HEARREAHYHEAL, R
RBBREEENERERES, EBANFER 4L
RKEAREFRPHIA, KRBT I FREHR
ML, MR AR HHHIAETFR S, AT EZ
KETFREXLAMUBEHER .

KW B R E T 18 DNA B3k E AR # R
H050.029,5 Kari Elo 24 82—,/ F
0.03%13, e A% aERE F A DNA R
MR BB RKIEWMF 5K F DNA K4
HAZXHBMWE R, EREIVWBEHREZRT
B R E R R AT, T K888 Ve ok & W3
FEARW BHE KSR KL F R 2n=
100,2n=48, R EREXF R EBEHRH L MG A
REEKZPHERZRET FRAEFERELW,
MXEREk PR ERAEEE~ENERZRT
TREFEFEFH? IBRE-SABNEBHY
B, WIAMNEEAFWELEREE WM _HFHEY
ER? WREBSHF - SHRHEE, TieW
fil, ZLBIEAFEZRETEERTFREETR,IE
FEWHERLBELE,

Ml 234567

o

B2 4 Fh3[H Sy.Ses-Sgr SypH HILE R
2.4.6. WAEE R KT BAEH;

3.5.7. X4, ®HMk; M.PCR marker

it 8T 88 ( Oncorhynchus. mykiss ) 1 B D 8
(Danio reio ) ¥ & & B A& K& T A3 A VN-
TR 8 80# RAPD # R # K B4 0 Bl B A% 7
BHEREEDY MEALRPRAEEET
BERPAEANEARERE, BB THEERT
BB HS K. Arai SRR -5, BRT
REBEPEE -0 HFMUE, RIEWT
F) DNA R0 X — 6 @ F 7 T — £ 2.

ALBRAR - FRESAAEFR
WA RERE BEE TR, RAPD i & W
ARRXEANERFEREKRESR, FARLE >
EREBRETFRE-LSHRRETWLESE

s ¥ X W
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