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Construction of the cDNA Library from Cerebrum of Tufted Deer
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Abstract The cerebrum ¢DNA library of Tufted Deer  Elaphodus cephalophus —was constructed using SMART
technique . Total RNA was extracted from cerebrum tissue of Tufted Deer and poly A * RNA was purified further by
Oligotex mRNA Kit. CDS [l[/ 3'PCR Primer was used to prime the reverse transcription. The double-strand ¢cDNA was
amplified by LD-PCR and digested by Sfi I . After cDNA size fraction by CHROMA SPIN-400 fragments over 500 bp
were collected and ligated with ATriplEx2 vector. After packaging in vitro the full-long ¢cDNA library of cerebrum
lissue was constructed successfully. The library contains 5.1 x 10° pfu/ml clones and the amplified library has a titer of
1.5% 10’ pfu/ml in which 85% clones are recombinant and the average sizes of inserted cDNAs are about 1.0 kb.
These results show that the cerebrum ¢DNA library is qualified for screening genes. A full-length rig gene with 5" and
3’ untranslated regions was isolated from the ¢cDNA library. Sequence analysis shows that this 541 bp ¢DNA spans an
open reading frame from nucleotide 43 to 477 encoding a 51-aminoacid rig protein.
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1 AATTCGGCCATTACGGCCGGGGCTTTCTGAAGAACCGGCAAG

43 ATGGCGGAAGTGGAACAGAAGAAGAAGCGGACCTTCCGCAAGTTCACCTACCGCGGCGTA
M AEV EQKK K KRTFRIEKEFTYRGY

103 GACCTCGACCAGCTGCTGGACATGTCCTATGAGCAACTGATGCAGCTATACAGTGCGCGC
DLDQLLDMSYEQLM®Q@LYSAR

163 CAGCGACGGCGGCTGAACCGCGGCCTGCGGAGGAAGCAGCACTCGCTGCTGAAGCGGCTG
Q R RRLNRGLRREKQQHSULILTE KT RIL

223 CGCAAGGCCAAGAAAGATGCGCCGCCCATGGAGAAGCCCGAGGTCGTGAAGACGCACCTG
R KAKZ KDAPPMETZ KTPEVVKTHIL

283 CGCGACATGATCATTCTGCCCGAGATGGTGGGTAGCATGGTGGGCGTCTGCAACGGCAAG
RDMITLPEMYVYGS MY GVYNGSGEK

343 ACCTTCAACCAGGTGGAAATCAAGCCTGAGATGATTGGCCACTACCTGGGCGAGTTCTCC
TFNQVETIKPEMTIGHYLGETFS

403 ATCACCTACAAGCCCGTGAAACACGGCCGGCCCGGTATCGGGGCTACCCATTCCTCCCGC
I TYKPVKHGRPGIOGATHSSR

463 TTCATCCCCCTCAAGTAACCTGCTGGCCAATAAAAGCAGAGATTTCTCTGAAAAAAAAAA

F I P L K *

6 rig cDNA

Fig. 6 Rig gene cDNA and deduced amino acid sequence cloned from Tufted Deer

TAA AATAAA

The sequence with asterisk indicates stop codon TAA and the sequence underlined indicates a polyadenylatioin signal AATAAA.
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