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Abstract: We carried out a survey to understand avian influenza virus (AlV) infection status in the captive
wild birds farmed at Eastern Dongting Lake, China. We collected 1 997 environmental samples, including
fresh fecal and water samples, from 4 captive wild bird farms in the Eastern Dongting Lake area from
November 2011 to October 2013. Environmental samples were tested for the presence of avian influenza
virus using quantitative PCR assay and virus isolation technique. The results were analyzed using SPSS and
excel software. AlV prevalence of as detected in part samples was 36.62%, and it was the highest (47.83%) in
March 2012 (Fig. 2). The positive rates of AlV from fecal samples and water samples were 40.45%, 30.19%
(Table 1), respectively, and there was no statistical difference between the both by x? test. We isolated 26 and
2 AlVs from the fecal samples and drinking water, respectively, including H10, H4, H5, and N7, N8. Most
AlVs were found in November and December (Fig. 1), primarily from fecal samples of wild ducks in Junshan
district (Table 2). Therefore, the AlVs were found from the environmental samples collected from captive
wild bird farms, and measures monitoring AlVs in Dongting lake throughout the year should be implemented.
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#1 HA (H1~H10) FINA (N1~N9) R ET|Y
Table 1 Universal primer set for identification of HA (H1 - H10) and NA (N1 - N9) subtype

BT, ke

L5t Hemagglutinin, HA

P25 % 17 Neuraminidase, NA

514 Primers J7%1 Sequence (5'-3")

5|4 Primers J¥°%1] Sequence (5'-3")

H1-F AAGAGCACACATAATGCCAT
H1-R CCATTRGARCACATCCAG
H2-F GAGAAARTWAAGATTCTGCC
H2-R CCAAACAAYCCYCTTGAYTC
H3-F CARATTGARGTGACHAATGC
H3-R GGTGCATCTGAYCTCATTA
H4-F GCAGGGGAAACAATGCTATC
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H5-F GCCATTCCACAACATACACCC
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a, b, ¢, and d represented the distribution of samples at different times in WF1, WF2, WF3, and WF4. e represented the distribution of AlVs.
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K2 AARAZRENHSRBRE (AIV) HikE (%)

Table 2  AlV positive rate in different samples

FRATISE
Type of samples

A BV B
Avian influenza virus A

40.45 (36/89)
30.19 (16/53)
36.62 (52/142)

FAI AR A Fecal samples
JKFEFR AR Water samples

411 Total

Jpi 5 P28 Virus subtype
H5 W77 H5 subtype H9 WY HI subtype
2.25 (2/89) 1.12 (1/89)
1.89 (1/53) 0.00 (0/53)

2.11 (3/142) 0.70 (1/142)

155 BRI EH RS I bR A B A S 8

The numbers in brackets showed the number of positive samples in the total.
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Fig. 2 The time distribution of AlV positive samples in the captive wild bird farms
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Table 3 Detection of AlVs in samples collected from captive wild bird farms
o ] . JRERIEZY Virus subtype
Ty:eT ?zj:liles HaFk Species H10N7 H10 H4 . H5N8 N8 il Tol
JEZ% Wild goose 12 (75.00) 0 (0.00) 0 (0.00) 0 (0.00) 0 (0.00) 12 (42.86)
ﬁ&g* $F35 Wild chicken 1 (6.25) 0 (0.00) 0 (0.00) 0 (0.00) 0 (0.00) 1 (357
HFHY Wild duck 3 (18.75) 0 (0.00) 5(8333) 1 (100.00> 4 (100.00) 13 (46.43)
B 2K Drinking water 0 (0.00) 1 (100.00) 1 (16.67) 0 (0.00) 0 (0.00) 2 (714
31 Total 16 (100.000 1 (100000 6 (100.00>0 1 (100.000 4 (100.00) 28 (100.00)

55 SMK B RS B RN R AL R, 5 S A IR S i B LB BRI AT S L (%) . RIS RERRE S S AR

Iyt

P EERR H10 WA, HA TR NA SR, B3Rk N8 () HA R,

The numbers outside the brackets showed the number of the virus subtype, and the numbers in brackets showed the ratio of the virus

subtype in the total. NA of H10 subtype and H4 subtype were unknown type, and HA of N8 subtype was unknown type.
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