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Cytogenetic Analysis of Pseudogyrinocheilus prochilus
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Abstract: The chromosome number and karyotype of Pseudogyrinocheilus prochilus were analyzed using a
routine method including intraperitoneal injection of phyohemagglutinin (PHA) and colchicine, cultivation in
vivo, and slides preparation with air-drying. Erythrocyte nuclear DNA content of P. prochilus was determined
by using a flow cytometer (Beckman Coulter Inc., USA) with the chicken (Gallus gallus) erythrocytes (their
DNA content is 2.50 pg/2c) serving as reference cells. The results showed that the diploid chromosome
number of P. prochilus was 2n =50, and the karyotype of this species was 2n = 12m + 14sm + 14st + 10t, NF
= 76 (Fig. 1 and Table 1). The heterosomes were not observed. The diploid cellular DNA content of P.
prochilus was 2.62 +0.10 pg/2c (n = 20), which was 1.05 #0.04 times of that of the chicken erythrocytes
(Fig. 2). The result of karyotype and DNA contents of P. prochilus indicate that P. prochilus is diploid.
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SRk At (Pseudogyrinocheilus prochilus) J&
fil 7% H (Cyprinformes) #7443V %} (Labeoninae)
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Table 1 Relative length, arm ratio and classification type of each pair chromosome

in Pseudogyrinocheilus prochilus

et ik P AOARASC B L it
Chromosome No Relative length Arm ratio Type

1 3.60 =0.44 1.35 +0.05 m
2 3.02 +£0.40 1.33 +0.04 m
3 3.10 =0.38 1.30 +0.10 m
4 2.26 +£0.25 1.24 +0.10 m
5 1.77 £0.30 1.23 +0.40 m
6 1.82 +0.09 1.23 +0.03 m
7 4.12 +0.30 2.51 +0.88 sm
8 4.01 =0.27 2.35 +0.09 sm
9 3.44 £0.75 2.26 +0.31 sm
10 3.21 +0.39 2.17 +0.18 sm
11 3.20 =0.43 2.74 £0.15 sm
12 3.02 +0.38 2.81+0.11 sm
13 2.30 £0.31 2.53 +£0.96 sm
14 1.52 +0.29 5.01 +0.94 st
15 1.56 £0.25 5.03 +£0.39 st
16 1.48 +0.30 4.63 £0.75 st
17 1.07 +£0.29 3.95+0.35 st
18 2.25 +0.27 3.03 +0.39 st
19 1.87 +£0.26 3.63 +0.68 st
20 1.53 +0.23 3.55 +0.87 st
21 1.54 +£0.27 0 t

22 1.02 +£0.23 0 t

23 1.56 +0.13 0 t

24 0.96 +0.17 o0 t

25 0.80 =0.15 0 t

m Sy LR e (s sm ORI PR LRI R (A st b M A 2R gL At ORI 2 R e (AR AR = (R pRKE/
RORALEKED =x100%; Lt = KEKMEEK. o FREET LR,

m donates metacentric chromosome; sm donates submetacentric chromosome; st donates subtelocentric chromosome; t donates telocentric

chromosome. Relative length = (chromosome length / total length of the genome) > 100%; Arm ratio = long arm length/galianconism length; oo

arm ratio approaches infinity.
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Fig. 1 Metaphase chromosomes (a) and karyotype (b) of Pseudogyrinocheilus prochilus
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Fig. 2 Flow cytometric DNA content histograms of standard chicken erythrocytes (a)

and Pseudogyrinocheilus prochilus erythrocytes (b)
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Table 2 The comparison of the karyotype of Labeoninae

YL X
[ o B (2n) B B (NP B30
Genus Species Chromosome Karyotype Arm number References
P number ryotyp
JE5 )% Semilabeo JE% S. notabilis 50 8m + 10sm + 12st + 20t 68 74 2008
P75 % Labeo AR L. rohita 50 10m + 16sm + 12st + 12t 76 BEME R4 1989
24Nz C. mrigala 50 10m + 16sm + 12st + 12t 76 B R4 1989
)& Cirrhinus
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4E85 )8 Sinilabeo WI4E S. decorus tungting 50 12m + 16sm + 10st + 12t 78 TR EEAF 1984
#E45; S. rendahli 50 10m + 14sm + 18st + 8t 74 AN 1986
A = A b 7y A
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Sk MR Garra o
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SRk X
SRACER /K44 P. prochilus 50 12m + 14sm + 14st + 10t 76 FNGISTH

Pseudogyrinocheilus
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