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First Records of Taiwanese Gray Shrew (Crocidura tanakae)

in Yunnan Province, China
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Abstract: We collected three adult samples from Daweishan Natural Reserve, Pingbian (22°53'59”N,
103°4123"E, 2 088 m above sea level) and Banbianqging, Funing (23°28'11”N, 10535'59"E, 1 442 m above
sea level). We compared the morphological measurement of our samples with topotype specimen (Table 1,
Fig. 1 and 2), and established the phylogenetic relationship using Cyt b sequences (Fig. 3). The results
showed that the shape of tail and hind feet was similar with topotype specimens. The P-distance of Cyt b
between them was only 1.6%. We confirmed that these three samples belong to Taiwanese Gray Shrew
(Crocidura tanakae), which were the first record in Yunnan Province. The habitat of collection locations was
the junction of primary and secondary forest and deciduous monsoon forest.
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(Crocidura tanakae Kuroda, 1938).
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Table 1 External and cranial measurements of Crocidura tanakae from Yunnan,

and the comparison with Fang et al. (1997)

MWEfRbr CGRAAL: mm) K1Z033486 K1Z033487 K12034165 Fang et al. (1997)
Measurement (in mm) 3 Q Q 4&Q9 (n=30) "
344K Head and body length HBL 75.00 — 80.00 77.90 +3.60
J&K Tail length TL 63.00 47.00 52.00 53.40 +3.00
J5i /£ Hindfoot length HFL 14.00 14.00 13.50 13.20 %0.40
HK Ear length EL 11.00 — 8.00 8.96 +0.39
Jifi 4K Greatest length of the skull GLS 20.67 19.64 — 20.84 +0.42
fifi%&K: Condylobasal length CBL 20.28 19.38 — 19.88 +0.46
i B K Diastema length DSL 3.80 3.63 — —
%% Length of upper molars LUM 4.15 431 — —
fE =] 5% Interorbital breadth 10B 458 4.48 — 450 +0.10
T 551K Length of below tooth row LBTR 8.11 8.03 7.84 —
fibifiii % Braincase breadth BCB 9.15 8.55 — 9.23+0.18
IS Y4 M2 to M2 width M2-M? 6.11 5.96 — 6.33 +£0.16

* T 30 MEARMMEL R, HAKREPEGEHAITS. GHEK. RRNI. BBz KR,

* Based on 30 samples from Kungliao (Taipei County), Lungchi (Taichung County), Neipu (Pingtung County), Hweisun (Nantou County),

Luku (Nantou County), Tungpu (Nantou County) and Mt. Ali (Chiayi County).
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B1 ZEETEKRA (KIZ034165, 9)
Fig. 1 Skin of Crocidura tanakae from Funing, Yunnan (K1Z034165, )

a. IFMM; b, JB: ¢ J& K. a Dorsal view of the skin; b. Tail; c. Ventral view of hind foot.

B2 =ERibkEE (K1Z033487, ) KILERTHEE
Fig. 2 Cranium and mandible of Crocidura tanakae from Pingbian, Yunnan (K12033487, ¢)
a. FAEIETM; b EATEEEM: ¢ RATEMIEA: d R AR

a. Dorsal view of the cranium; b. Ventral view of the cranium; c. Lateral view of the cranium; d. Lateral view of the mandible.
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7 FLICESE C. zaitsevi HM587004
“_ﬁ JLICERR C zaitsevi HM587026
L C. zaitsevi HM587021

S KBEE C tanakac AB175080
76ﬁ G KBS C tanakae AB175081

KIZ034165
KIZ033486
KI7033487

KRR C. attenuata AB175083
W SR C. attenuata AB175082
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IR C. attenuata GU358515
IRBESH C. attenuata GU358516
{2 NEERN C. fuliginosa GU981271
|: KRB C fuliginosa GU358522
KRB C fuliginosa JX181941
47 FfR LB C. wuchihensis AB175085
08 ' FLF5 1L EERN C. wuchihensis GU358518
0.07 I_[ iR LR C. wuchihensis AB175084
Tuig LB C. wuchihensis GU358517

99

B3 ETLAE Cytb ZHE 1140 bp MIRALUAR
Fig. 3 The maximum likelihood tree based on mitochondrial Cyt b gene (1 140 bp)

T R BT O B SR ELAIAE 500 IREUSTREER, B HUR A SO R AL B B A R R .

The number on each node is the bootstrap value based on 500 replicates. The sequences name from typotype are turned in bold.
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KBt J 7R MR IX 2[RI 7k 3 ORI A 1
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