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Sage specific Expression Analysis of Mouse Tegis specific
Genes in Sper matogenic Cdls
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Abgract :Many tedis gecific and sage ecific genes are required for mouse ermatogeness. In this sudy, sem-
quartitative RT-PCR was used to oorfirm the tissue digribution of 12 npuse tedicuar genes, and flurescence
quantitative PCR labeled with SYBR Qeen  was goplied to denmondrate the dage ecific expresson of candidate
genesa dfferent permatogenic dages. The results showed that dl the genes examined were hignly expressed in
tedis. The epressond Prml, Prm2, Tnpl, and Tnp2 was predominarnt in eongating germetids, 1.9, 2.8,
3.2, and 2fold increase as compared with that in pachytene permatocytes, reectively. Dngb3 expresson was up-
reguated 2. 5-fold from pachytene spermatocytes to eongating gpermeatids.  Akap4 was srongy expressed at eongating
ermatid gage , with 5. 5-fold increase than thet in pachytene permatocytes. Both Spata3 and Spatad were equaly
expresed in round and dongating permatids, 3 and 1. 5fold increase as conpared with pachytene gpermatocytes,
repectively. The expresdon leves o hilsl and Tex24 were the higheg in round ermatids, with 1. 9- and 1. 4-fold
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increase from pachytene ermatocytes, regectively. Spagdl and Papab were dowrrreguated from pachytene
germatocytes to eongating ermatids, decreasng 45 % and 34 %, reectively. The results not only denondrate the
dage pecific expresson of these genes, but d provide new data for further invedigations into the functions of these

oecific genes during gpermatogenes s.
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Tablel Primer pairsusedfor RT-PCRand quantitative PCR

( ) (5 -3)

Gene name (Accesson No.) Primer ssquence (5 -3) Rddtive postion Product sze (bp)
Akap4 Forward CAA CCA GAA GCA AGGAAA C 746 765 132
(NM-009651) Reverse GCA TAA GGG CAGACGA CAA 859 877
Spagdl Forward TGA CAC CTG GGA ACT &CT 656 674 218
(NM-029599) Reverse TGG CTGAAA CTG GAA TCC 855 873
Tex24 Forward CCC TGA CCC TAA TCC AAGC 279 298 97
(NM-001013609) Reverse CCC AAC AAA TGT CTGCCT G 356 375
Papdb Forward TCA GIC GIT TCC AGC ACC 1257 1275 83
(NM-019943) Reverse QCT TCT TCA ACA CTA ACC CG 1319 1339
Spata3 Forward ATT TCA CCGCAGACTAGCTC 52 71 281
(NM-027300) Reverse CAC TGC TQC TIT CCT GCT TG 287 306
Spatad Forward TGT CGGAAC TAC TAA GCA ATC 578 599 196
(NM-133711) Reverse CCT CTT GAC TTG TAT CTG CG 753 773
Tnpl Forward AGGACA GBCAAGAACCA C 37 57 131
(NM-009407) Reverse TCA CAA GIG GA TCG GTA 151 168
Tnp2 Forward CCT CAA AGT CACACCAGT AACCAG 61 85 200
(NM-013694) Reverse GIC TTCCTGTTC TTG GGG CA 240 260
Prm1 Forward ACGA TACCCGA T&C T&C Ce&C 7 25 136
(NM-013637) Reverse ACC TTA TGG TGT ATGACC G 123 142
Prm2 Forward CACCACCACCACARA CA 139 156 151
(NM-008933) Reverse ATC TCC TCC TCC TTC GG 272 289
Dnajb3 Forward GGC TTC G&CT TCG TTA GAT AC 463 483 130
(NM-008299) Reverse TTT CGG TGGAGG TTGACA 574 592
hils1 Forward TTGTGT GIC CCT TGC TACC 159 178 225
(NM-018792) Reverse TGGCIC TTIC TGT CTGTCC T 364 383
B-adtin Forward CTA TTG GQCA ACGACC GGr 746 764 132
(NM-007393) Reverse GGTI CTT TAC GGA TGT CAA CG 857 877
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Fig.1 Tissue digribution of candidate
genes as confirmed by RT-PCR
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M: 50 bp ladder DNA merker; 1: Brain; 2: Heart; 3: Lung; 4:

Liver; 5: Sleen; 6: Kidney; 7: Ovary; 8: Uterus; 9: Tedis;
B-adtin is a postive control .
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Fig. 3 Sage specific analysis d candidate
genes by fluorescence quantitative PCR
1: 028 HCH ;
4: 05 :B-actin
1: Sermetogonia; 2: Preleptotene permetocytes; 3: Pechytene
Permetocytes; 4: Round permetids; 5: Hongeting ermetides;
B-actin is a postive control .
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Fig.4 Rdative quantitation of candidate genes by fluorescence quantitative PCR
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