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Abstract: During the fieldwork in November 2022, we collected 10 specimens of the gekkonid genus
Hemiphyllodactylus Bleeker, 1860 (Squamata: Gekkonidae) in Qingyuan, Zhejiang Province, China, and
identified them as H. hongkongensis by morphological comparisons and phylogenetic analyses. This is the
first record of Hemiphyllodactylus in Zhejiang Province. In this study, the morphological characteristics of our
specimens were compared with the type specimens of H. hongkongensis. Using mitochondrial ND2 gene
sequences, we performed Bayesian phylogenic analyses in MrBayes 3.1.2 and calculated the uncorrected
genetic distances within Hemiphyllodactylus in MEGA 7. All the new sequences in this study have been
deposited in GenBank, and the other sequences used were retrieved from GenBank (Appendix 1). The

morphological characteristics of the specimens collected in this study were consistent with those of the type
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specimens of H. hongkongensis: small body size (snout-vent length, SVL 44.44 + 3.89 mm in adult females,

n=6; SVL 44.74 £ 2.97 mm in adult males, n = 4); the unique combination of 5 or 6 chin scales; a manual

lamellar formula of 3(4)-4-4-4; a pedal lamellar formula of 3(4)-4(5)-4(5)-4(5); 24 or 25 continuous femoral

and precloacal pores; 13 - 15 dorsal scales contained in diameter of eye; and 9 or 10 ventral scales contained

in diameter of eye. In addition, Bayesian phylogenetic analyses recovered a well-supported clade consisting of

our specimens and the type specimen of H. hongkongensis from Hong Kong, China (Fig. 3). According to

ND?2, the uncorrected genetic distance between our specimens and the type specimen of H. hongkongensis was

1.6% - 1.7% (Appendix 2). In summary, the specimens collected in Qingyuan, Zhejiang Province were

determined to be H. hongkongensis, which was the first record in Zhejiang Province. We further updated the

elevation-range of H. hongkongensis, which is 550 m higher than the previous record.

K ey words: Hemiphyllodactylus; Zhejiang Province; Qingyuan County; New record of genus
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B 1 WHLRTTH B Rk
Fig. 1 Hemiphyllodactylus hongkongensisin life from Qingyuan, Zhejiang, China

a. BUAEHMEME (2022REZIQY003); b. HUAEMEME (2022REZIQY004)5 o d. HEPE. M (0T AT 38 A0 FE 35 S M 1HT
a. Adult male (2022REZJQY003); b. Adult female (2022REZJQY004); ¢ and d. Ventral view of precloacal and caudal base of male and female.
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B2 WHLKTTHEHBFH AR (2022REZIQY003, HEtE)
Fig.2 TheHemiphyllodactylus hongkongensis (2022REZJQY 003, male) in Qingyuan, Zhejiang, China

a. AREM: b AMEMH: o KM d kT e kMU £ FIEM; g MM b JLATEAEEIIEE, i AT AR T .
a. Dorsal view; b. Ventral view; c. Ventral view of head; d. Dorsal view of head; e. Lateral view of head; f. Ventral view of hand; g. Ventral view

of foot; h. Ventral view of precloacal and caudal base; i. Dorsal view of precloacal and caudal base.
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Tablel Locality, voucher number, and GenBank accession numbersfor samplesused in this study

. _ _ A bk RTINS
Y5 ID Y%k Species KAEHD Locality Voucher number  GenBank accession
number
1-10 KB4 HH EHHL R G 2022REZIQY001 - 0Q660340 -
Specimens of this study Qingyuan, Zhejiang, China 2022REZJQY010 0Q660349
11 Ak AR LR AN SN SYS 1001735 MF893330
12 Hemiphyllodactylus hongkongensis Aberdeen Country Park, Hong Kong, China SYS 1001728 MF893331
13 SYS 1001729 MF893332
14 SYS 1001730 MF893333
15 MuliEr-kpE H. dushanensis w1 [ 5t M $l 1l Dushan, Guizhou, China isolate N1 FJ971016
16 HHIREMREERE H. zugi B R 5 P4 B Ha Lang, Cao Bang, Vietnam ZFMK 94782 KF575153
17 RN 2RIl & H. dupanglingensis v [E 3515 7K /M Yongzhou, Hunan, China CSUFT 00401 MT576070
18 EUKEMBEESE H. huishuiensis [ 5 #K Huishui, Guizhou, China NJNU h00736 KU519708
19 AL 2k & H. yanshanensis A [E 1L Yanshan, Yunnan, China KIZ 062090 ON676161
20 Zo LS H. yunnanensis rb [ Z5 5 E2 W Kunming, Yunnan, China isolate N10 FI971025
21 S BEIE H. zayuensis Hp [ 76 7 22 B8 Zayu, Xizang, China KIZYPX1520 MW111435
22 B 2Bk H. changningensis HE Z 7k Yongde, Yunnan, China KIZ 062010 ON676091
23 JERE kg H. longlingensis [z ®4% 111 Baoshan, Yunnan, China isolate N30 FJ971045
24 Py mRkR H. zhutangxiangensis 1 [ 5 F§#l Lancang, Yunnan, China KIZ061156 MW929172
25 4P M-k g H. jinpingensis 71 [E Z F & 7K Jianshui, Yunnan, China KIZ 062011 ON676092
26 JESFEHREE H. simaocensis 1 [El 2 ¥ 3 Simao, Yunnan, China KIZ 062088 ON676160
27 ErHEEEE H. typus IR Suva, Fiji ABTC 32736 GQ257745
28 kST Lepidodactylus lugubris BNy Singapore ZRC 24847 IN393944
29 YRR Hemidactylus frenatus o ] R R I 0Y GQ245970
Jianfengling, Hainan, China
30 LR Gehyramutilata W ZEE A LSHC 7379 IN393914

Pursat Province, Phnom Aural, Cambodia
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2022REZJQY001 0OQ660340
2022REZJQY002 0OQ660341
2022REZJQY003 0Q660342
2022REZJQY004 0OQ660343
2022REZJQY005 OQ660344
2022REZJQY006 OQ660345
2022REZJQY007 0OQ660346
2022REZJQY008 OQ660347
2022REZJQY009 0Q660348
2022REZJQY010 OQ660349

FEHse Bk FR H. hongkongensis MF893330

ZHF5Y This study
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YERR Wi 8 Hemidactylus frenatus GQ245970

AL P8 Gehyra mutilata IN393914

B3 ET4pifk ND2 ZFEME KM B R M UM RGEREW
Fig. 3 Bayesian phylogenetic tree of Hemiphyllodactylus based on mitochondrial ND2 gene

B b B SRR s R IR KT 0,95 AL I LR A SIS 5 SR, bR ROBAERT 2

In the figure, asterisks indicate that the Bayesian posterior probability of a node is greater than 0.95. The sequences of this study are given as

voucher number and GenBank accession number; the scale shows the genetic distance.
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B4 FBFHERRAES
Fig.4 Natural habitat for Hemiphyllodactylus hongkongensis
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