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Euroscaptor kuznetsovi Found in Wuyanling, Zhejiang, China
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Abstract: In June of 2023, a mole specimen was collected in the Wuyanling National Nature Reserve in
Zhejiang, China (Fig. 1). Examinations of external and skull morphology and measurements (Fig. 2), along
with a phylogenetic tree based on the Cyt b gene (Fig. 3) supported that it should be assigned to the species
Euroscaptor kuznetsovi. We also found a certain degree of geographical differentiation from the geographical
population reported in Vietnam, the type locality. This may imply the existence of subspecies or cryptic
species. The discovery of E. kuznetsovi is a new record of mammals in Zhejiang Province, China, which
supplements the biological data on the geographical distribution of the species and provides new evidence for
subsequent related research.
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£ K% (Euroscaptor kuznetsovi) FJ&T57
W& HHH (Eulipotyphla) #%l (Talpidae) %
TR . AR TR R kAR, P A
AT e EE VLA X. (B SC 2022),
DRI LA A b R A 3 >0 P 5 e X SR A1 ) A
fE, FEFRE BRI KA S T AR D
P H AT gRdE, HAA A TEHR 1 000 m
PLR R R A L, 5 At FC RS Rl AR
B, ZAE T RIRTE FE R DL A L A5
SN TIEE (XD 2019).

2023 4E 6 H, HENRIENTLS AIRER
TESRETIX (119°41'13" E, 27°41'35" N, #§
988 m) KAEF 1 HlEirA (& 1), RES
AR BT LR /NIZ 55 ) R AR A o TR 2SR
FiEFN Cyt b 2K DNA J3 51 LS 5 1 8 1 AR A
FIONFE GRE, RWTLE S mHnd s,
SETEWITLES N B OR BLZR 7 R J@ Il . 4%
KETERE, BRI 70% L EEH TR
H, WRAIRAE T INR 2, W5 A4 5 ZI0816.

B1 FEREESEES

Fig.1 Appearance of living Euroscaptor kuznetsovi

1 HRFE

L1 REERER

PRACR AR T WL 5 5 0 (R X 0 B AR IR 9
DX, HALFHRM TR PYALES, KSR T
R, £ A5 RA7 A AR M2 URFAE
HEHIRMZ W, RERMGENE, £FEKBED

(FEAFEE 2017, XIFEHEHSE 2019). HE AN
18 861.5 hm?, 2 F [F s 23 ¥ foc il (O AR MR A 2
H5E AR ERE B, XHNEY
ZRMREFEST, WEE IR A M

(Tragopan caboti) 1E P2 FESFE G ET £
) (FLEEF 2020).
12 JEESHT

& T b 210816 HIAMERN A, SN

A E (body weight) Sk{AK: (head-body
length). EK (tail length). 5 /2K C(hind foot
length). Af%£ % (forefoot breadth) FIfTH K

(forefoot length), MREAFHFEE N 0.1 g
THECYP6001B J) JRAARHEATIR 22 7)) TN &
HMEALTHIREFEE A 1T mm M E RIS . R
9 °0.01 mm bR R (DL93150B, 13 /14
HIABRAFD W& T 15 Bk B fabs, A4
K (condyloincisive length). HE[H] %% (interorbital
breadth ). % (zygomatic breadth). fii %

(cranial breadth). fixifiil/5 (cranial height). %
K (palatoincisive length). 55K (postpalatal
length). %14 Cupper toothrow length) #L
KFL% (foramen magnum breadth). 2 — F [
AP M1 8K B8 M2M2 (maximum width
across the upper second molars). VU Fj 14 %
F¥=FHWHNEESZMN &R KKE PA-M

(distance from the upper fourth premolar to the
upper third molar). T A5 (AT (lower
toothrow length not including first incisor).
W #1]# (lower molars length) il (mandible
length) ARl Cheight of coronoid process),
MRS HAE S0 Hai 55 (20200 FIZ=i55

(2021).
13 AFRARES

fiJl TIANGEN CRIRAEMBHEA R A7)

4277 1) DNA WG S5 BURA DNA, iR G
AgsE XN (PCR) ¥ HGH Cyt b HEF TG
MWy, HBt, PCR 519~ L14724 hk3 5
H15915 hk3 (He etal. 2010). PCR [ % 6440
T: 95 CHAEME Smin; 95 C 405, 55 Ci&
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X 1 min, 72 ‘CHEfH 30 s, 35 MEH; 72 C
G 7 ming BAPFRZE 4 CIRAE. ATk
JFHILE NCBI (& E A 9)15 Bl https:/
www.ncbinlm.nih.gov/) 47 BLAST b}, M
GenBank 3 [CRELL K R JE AR Cyt b
FER A, CLEKER (E malayana) VERNIME,

FeEH MEGA11 #4755 LEXT (Tamura et al.
2021), f£ CIPRES J[gR%#3121T RAXML-HPC
v.8.2.12 I F A & K Al 28 ¥ ( maximum
likelihood, ML) H SR KA 1 000 KA R4t
KEM (Miller et al. 2010, Stamatakis 2014 ).

2 g3

2.1 AMEAFE

AR SRR AT B, AOREE, R
SRR WA ARG E BN, WIS
AR RSB E; RAEARITRGEK
BNIE, BREARENKES (B D. 54
SLEWIEAIEK (B 2); IR b AT,
[ J& R o P b AR B s iR A T
Wy, 2U9EE. haN 3.1.4.3/3.143 =
44, bFRGEEHERT EEHADT L, bAT

B2 REWLSAREREERRTXKERE (210816) LEFHS
Fig. 2 The skull of Euroscaptor kuznetsovi (ZJ0816) recorded in Wuyanling National Nature Reserve, Zhejiang

a. SREMALE: b, SKEMALE; o FEUEALE: d FSEWEEL e kAT,

a. Lateral view of cranium; b. Dorsal view of cranium; c. Dorsal view of the mandible; d. Lateral view of the mandible; e. Ventral view of

cranium.
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F1ik 4 B, 39 2 MERFIE IS, PRTRTSR
ARIL, RIEERE, NRAETIME P EEE V
Wo FIRIEATTE PEIRREIIPIFPRHE

FrA< 230816 /44 107 mm, FEK 18 mm,
Ja &K 16 mm, ATE D 16 mm, §7FE K 15 mm,
R Bk B R R E 2911 go SkH 4K
34.16 mm, fEK 1435 mm, fE/5K 19.93 mm,
i % 1531 mm, HEE % 6.38 mm, #i5E
11.47 mm, f§ /i 10.68 mm, 5% K
14.16 mm, PRI 25 = LK E %
i KK EN 7.82 mm, 55— FFA S5m0
FIEKTE N 7.61 mm, FLAFLTE 3.9 mm,
ALK 20.26 mm, TR 10.7 mm, 451
£ 6.22 mm, TaiF 7.01 mm.
22 AFRGRKEGT

PRI B RER A Cyt b FER P A 4K
1 131 bp, #£47 BLAST it KBS H il 7
F Rk RS 1 IREE (BU122226), HATE

0.98 ’__ E. malayana AB185151
E. malayana AB185152

1.0

i 96.02%, #1251 B R EEbR A5 RS AT
BIEMREGE KRR BT HNSH%E (Kimura
2-parameter, K2P) THEIJBHEE R ER, &
YRR A S oK B B ) 2 PRgast A% R 29 135
{8 0.044 (5 0.042 ~ 0.047), 5J& Py H A4
P i s A PR S R izE, “F4 0.071 (JEFE 0.062 ~
0.091). J£T Cyt b FEHF > FRAKEWN, Ak
REEARAE K BBk R 0 2 IRREAE B G X R i
N, H 38 HONGRIAEE (GCRF% 0.91), Wt
B = H AR — MR L. KRG K E S RE
WESEAR VR AR AN PE GRS (& 3D,
3 Wig

KWisg (E. longirostris) YEHEUAI 25
fi T ERES, Zemlemerova 25 (2016) #FF
WA, KWIREN A T EATLEAL, RTTEL
FA ST I RREERER S 2 ASBTIFH, 4350 R TR
FIBKEE (E. orlovi), P3G AL AL

| ke
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Fig.3 Maximum likelihood phylogenetic tree of Euroscaptor based on the Cty b gene
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Node numbers indicate bootstrap supports derived from 1 000 replicates. Euroscaptor malayana is the outgroup, and the individuals with “>” are

the specimen collected in this study. Scale bar indicates the magnitude of variation at 100 base sites.
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i e PRREALE [ P PR 40 AT R CATI AN T T 5
HEMAE =i 5ILER I 7D EAME (R
520200, L UERAS (1 5 B 75 3 A [ 7Y
B R HL X AT RRAAAE) 2 A . B BT
IR B ) D R o A A7 AE — 58 R FE (a8 A% 43
1, FTREAFAEZ N WM A RRAE R, JE2f
XF T Fe B AR N A 5

TEARBIFRA R INZ AT, LA WK G R
J7 REJEVIFR AT, A N EERL S AH oG
WA=, A A RERI S S AR R
WikE (Mogera latouchei) (BRHISC 2022). &
IR IREE BT R I ANOA T N I A4 2 b
PEORIP TAESRME TSR], 0 e IRRR A
PRI ATANTS T AR A, R F B A S X
R FRHEAEEZ L, WARFE REEERIL
H X BEAL S8 HR A TR . 5S8Rt
WL A 1 TR R R R A P gk 47 B TR
NRZE ST, BFEZFEM ARG &R
A TTIH
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